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<210> 1 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: golgin-245 
cDNA fragment 

<400> 1 

agttaagttt ctttgtaaaa cactgatttt ttctcc 36 

<210> 2 
<211> 2228 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Phe Lys Lys Leu Lys Gin Lys lie Ser Glu Glu Gin Gin Gin Leu 
15 10 15 

Gin Gin Ala Leu Ala Pro Ala Gin Ala Ser Ser Asn Ser Ser Thr Pro 
20 25 30 

Thr Arg Met Arg Ser Arg Thr Ser Ser Phe Thr Glu Gin Leu Asp Glu 
35 40 45 

Gly Thr Pro Asn Arg Glu Ser Gly Asp Thr Gin Ser Phe Ala Gin Lys 
50 55 60 

Leu Gin Leu Arg Val Pro Ser Val Glu Ser Leu Phe Arg Ser Pro lie 
65 70 75 80 

Lys Glu Ser Leu Phe Arg Ser Ser Ser Lys Glu Ser Leu Val Arg Thr 
85 90 95 

Ser Ser Arg Glu Ser Leu Asn Arg Leu Asp Leu Asp Ser Ser Thr Ala 
100 105 110 

Ser Phe Asp Pro Pro Ser Asp Met Asp Ser Glu Ala Glu Asp Leu Val 
115 120 125 

Gly Asn Ser Asp Ser Leu Asn Lys Glu Gin Leu lie Gin Arg Leu Arg 
130 * 135 ~ 140 

Arg Met Glu Arg Ser Leu Ser Ser Tyr Arg Gly Lys Tyr Ser Glu Leu 
145 150 155 160 

Val Thr Ala Tyr Gin Met Leu Gin Arg Glu Lys Lys Lys Leu Gin Gly 
165 170 175 



• 



lie Leu Ser Gin Ser Gin Asp Lys Ser Leu Arg Arg lie Ala Glu Leu 
180 185 190 

Arg Glu Glu Leu Gin Met Asp Gin Gin Ala Lys Lys His Leu Gin Glu 
195 ~ 200 205 

Glu Phe Asp Ala Ser Leu Glu Glu Lys Asp Gin Tyr lie Ser Val Leu 
210 215 220 

Gin Thr Gin Val Ser Leu Leu Lys Gin Arg Leu Arg Asn Gly Pro Met 
225 230 235 240 

Asn Val Asp Val Leu Lys Pro Leu Pro Gin Leu Glu Pro Gin Ala Glu 
245 250 255 

Val Phe Thr Lys Glu Glu Asn Pro Glu Ser Asp Gly Glu Pro Val Val 
260 265 270 

Glu Asp Gly Thr Ser Val Lys Thr Leu Glu Thr Leu Gin Gin Arg Val 
275 " 280 285 

Lys Arg Gin Glu Asn Leu Leu Lys Arg Cys Lys Glu Thr lie Gin Ser 
290 295 300 

His Lys Glu Gin Cys Thr Leu Leu Thr Ser Glu Lys Glu Ala Leu Gin 
305 310 315 320 

Glu Gin Leu Asp Glu Arg Leu Gin Glu Leu Glu Lys lie Lys Asp Leu 
325 330 335 

His Met Ala Glu Lys Thr Lys Leu lie Thr Gin Leu Arg Asp Ala Lys 
340 345 350 

Asn Leu lie Glu Gin Leu Glu Gin Asp Lys Gly Met Val lie Ala Glu 
355 360 365 

Thr Lys Arg Gin Met His Glu Thr Leu Glu Met Lys Glu Glu Glu lie 
370 375 380 

Ala Gin Leu Arg Ser Arg lie Lys Gin Met Thr Thr Gin Gly Glu Glu 
385 ~ 390 395 400 

Leu Arg Glu Gin Lys Glu Lys Ser Glu Arg Ala Ala Phe Glu Glu Leu 
405 410 415 

Glu Lys Ala Leu Ser Thr Ala Gin Lys Thr Glu Glu Ala Arg Arg Lys 
420 425 .430 

Leu Lys Ala Glu Met Asp Glu Gin lie Lys Thr lie Glu Lys Thr Ser 
435 440 445 

Glu Glu Glu Arg lie Ser Leu Gin Gin Glu Leu Ser Arg Val Lys Gin 
4 50 4 55 4 60 

Glu Val Val Asp Val Met Lys Lys Ser Ser Glu Glu Gin lie Ala Lys 
465 470 475 480 

Leu Gin Lys Leu His Glu Lys Glu Leu Ala Arg Lys Glu Gin Glu Leu 
485 "* 490 ~ 495 

Thr Lys Lys Leu Gin Thr Arg Glu Arg Glu Phe Gin Glu Gin Met Lys 
500 505 510 

Val Ala Leu Glu Lys Ser Gin Ser Glu Tyr Leu Lys lie Ser Gin Glu 
515 520 525 . 
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Lys Glu Gin Gin Glu Ser Leu Ala Leu Glu Glu Leu Glu Leu Gin Lys 
530 535 . 540 

Lys Ala lie Leu Thr Glu Ser Glu Asn Lys Leu Arg Asp Leu Gin Gin 
545 550 555 560 

Glu Ala Glu Thr Tyr Arg Thr Arg lie Leu Glu Leu Glu Ser Ser Leu 
565 " 570 575 

Glu Lys Ser Leu Gin Glu Asn Lys Asn Gin Ser Lys Asp Leu Ala Val 
580 585 590 

His Leu Glu Ala Glu Lys Asn Lys His Asn Lys Glu lie Thr Val Met 
595 600 605 

Val Glu Lys His Lys Thr Glu Leu Glu Ser Leu Lys His Gin Gin Asp 
610 ~ 615 620 

Ala Leu Trp Thr Glu Lys Leu Gin Val Leu Lys Gin Gin Tyr Gin Thr 
625 630 635 640 

Glu Met Glu Lys Leu Arg Glu Lys Cys Glu Gin Glu Lys Glu Thr Leu 
645 650 655 

Leu Lys Asp Lys Glu lie lie Phe Gin Ala His lie Glu Glu Met Asn 
660 665 670 

Glu Lys Thr Leu Glu Lys Leu Asp Val Lys Gin Thr Glu Leu Glu Ser 
675 " 680 685 

Leu Ser Ser Glu Leu Ser Glu Val Leu Lys Ala Arg His Lys Leu Glu 
690 695 700 

Glu Glu Leu Ser Val Leu Lys Asp Gin Thr Asp Lys Met Lys Gin Glu 
705 710 715 720 

Leu Glu Ala Lys Met Asp Glu Gin Lys Asn His His Gin Gin Gin Val 
725 730 735 

Asp Ser lie lie Lys Glu His Glu Val Ser lie Gin Arg Thr Glu Lys 
740 745 750 

Ala Leu Lys Asp Gin lie Asn Gin Leu Glu Leu Leu Leu Lys Glu Arg 
755 760 765 

Asp Lys His Leu Lys Glu His Gin Ala His Val Glu Asn Leu Glu Ala 
770 * 775 780 

Asp lie Lys Arg Ser Glu Gly Glu Leu Gin Gin Ala Ser Ala Lys Leu 
785 " 790 795 800 

Asp Val Phe Gin Ser Tyr Gin Ser Ala Thr His Glu Gin Thr Lys Ala 
805 810 815 

Tyr Glu Glu Gin Leu Ala Gin Leu Gin Gin Lys Leu Leu Asp Leu Glu 
820 825 830 

Thr Glu Arg lie Leu Leu Thr Lys Gin Val Ala Glu Val Glu Ala Gin 
835 840 845 

Lys Lys Asp Val Cys Thr Glu Leu Asp Ala His Lys lie Gin Val Gin 
850 855 860 

Asp Leu Met Gin Gin Leu Glu Lys Gin Asn Ser Glu Met Glu Gin Lys 
865 870 " 875 880 

Val Lys Ser Leu Thr Gin Val Tyr Glu Ser Lys Leu Glu Asp Gly Asn 



885 890 895 

Lys Glu Gin Glu Gin Thr Lys Gin lie Leu Val Glu Lys Glu Asn Met 
900 905 910 

lie Leu Gin Met Arg Glu Gly Gin Lys Lys Glu lie Glu lie Leu Thr 
915 920 925 

Gin Lys Leu Ser Ala Lys Glu Asp Ser lie His lie Leu Asn Glu Glu 
930 935 940 

Tyr Glu Thr Lys Phe Lys Asn Gin Glu Lys Lys Met Glu Lys Val Lys 
945 ~ 950 955 960 

Gin Lys Ala Lys Glu Met Gin Glu Thr Leu Lys Lys Lys Leu Leu Asp 
965 970 975 

Gin Glu Ala Lys Leu Lys Lys Glu Leu Glu Asn Thr Ala Leu Glu Leu 
980 985 990 

Ser Gin Lys Glu Lys Gin Phe Asn Ala Lys Met Leu Glu Met Ala Gin 
995 ~ 1000 1005 

Ala Asn Ser Ala Gly lie Ser Asp Ala Val Ser Arg Leu Glu Thr Asn 
1010 1015 1020 

Gin Lys Glu Gin lie Glu Ser Leu Thr Glu Val His Arg Arg Glu Leu 
1025 1030 1035 1040 

Asn Asp Val lie Ser lie Trp Glu Lys Lys Leu Asn Gin Gin Ala Glu 
1045 1050 1055 

Glu Leu Gin Glu lie His Glu lie Gin Leu Gin Glu Lys Glu Gin Glu 
1060 1065 1070 

Val Ala Glu Leu Lys Gin Lys lie Leu Leu Phe Gly Cys Glu Lys Glu 
1075 1080 1085 

Glu Met Asn Lys Glu lie Thr Trp Leu Lys Glu Glu Gly Val Lys Gin 
1090 1095 1100 

Asp Thr Thr Leu Asn Glu Leu Gin Glu Gin Leu Lys Gin Lys Ser Ala 
1105 1110 1115 .1120 

His Val Asn Ser Leu Ala Gin Asp Glu Thr Lys Leu Lys Ala His Leu 
1125 1130 1135 

Glu Lys Leu Glu Val Asp Leu Asn Lys Ser Leu Lys Glu Asn Thr Phe 
1140 1145 1150 

Leu Gin Glu Gin Leu Val Glu Leu Lys Met Leu Ala Glu Glu Asp Lys 
1155 1160 1165 

Arg Lys Val Ser Glu Leu Thr Ser Lys Leu Lys Thr Thr Asp Glu Glu 
1170 1175 1180 

Phe Gin Ser Leu Lys Ser Ser His Glu Lys Ser Asn Lys Ser Leu Glu 
1185 " 1190 1195 1200 

Asp Lys Ser Leu Glu Phe Lys Lys Leu Ser. Glu Glu Leu Ala lie Gin 
1205 * 1210 1215 

Leu Asp lie Cys Cys Lys Lys Thr Glu Ala Leu Leu Glu Ala Lys Thr 
1220 " ~ 1225 1230 

Asn Glu Leu lie Asn lie Ser Ser Ser Lys Thr Asn Ala lie Leu Ser 
1235 1240 1245 



Arg lie Ser His Cys Gin His Arg Thr Thr Lys Val Lys Glu Ala Leu 
1250 1255 1260 

Leu lie Lys Thr Cys Thr Val Ser Glu Leu Glu Ala Gin Leu Arg Gin 
1265 1270 1275 1280 

Leu Thr Glu Glu Gin Asn Thr Leu Ash lie Ser Phe Gin Gin Ala Thr 
1285 1290 1295 

His Gin Leu Glu Glu Lys Glu Asn Gin lie Lys Ser Met Lys Ala Asp 
1300 1305 1310 

lie Glu Ser Leu Val Thr Glu Lys Glu Ala Leu Gin Lys Glu Gly Gly 
1315 1320 1325 

Asn Gin Gin Gin Ala Ala Ser Glu Lys Glu Ser Cys lie Thr Gin Leu 
1330 1335 1340 

Lys Lys Glu Leu Ser Glu Asn lie Asn Ala Val Thr Leu Met Lys Glu 
1345 1350 1355 1360 

Glu Leu Lys Glu Lys Lys Val Glu lie Ser Ser Leu Ser Lys Gin Leu 
1365 1370 1375 

Thr Asp Leu Asn Val Gin Leu Gin Asn Ser lie Ser Leu Ser Glu Lys 
1380 1385 1390 

Glu Ala Ala lie Ser Ser Leu Arg Lys Gin Tyr Asp Glu Glu Lys Cys 
1395 1400 1405 

Glu Leu Leu Asp Gin Val Gin Asp Leu Ser Phe Lys Val Asp Thr Leu 
1410 1415 1420 

Ser Lys Glu Lys lie Ser Ala Leu Glu Gin Val Asp Asp Trp Ser Asn 
1425 1430 1435 1440 

Lys Phe Ser Glu Trp Lys Lys Lys Ala Gin Ser Arg Phe Thr Gin His 
1445 1450 1455 

Gin Asn Thr Val Lys Glu Leu Gin lie Gin Leu Glu Leu Lys Ser Lys 
1460 " 1465 1470 

Glu Ala Tyr Glu Lys Asp Glu Gin lie Asn Leu Leu Lys Glu Glu Leu 
1475 1480 1485 

Asp Gin Gin Asn Lys Arg Phe Asp Cys Leu Lys Gly Glu Met Glu Asp 
1490 ^ 1495 1500 

Asp Lys Ser Lys Met Glu Lys Lys Glu Ser Ash Leu Glu Thr Glu Leu 
1505 * 1510 1515 1520 

Lys Ser Gin Thr Ala Arg lie Met Glu Leu Glu Asp His lie Thr Gin 
1525 1530 1535 

Lys Thr lie Glu lie Glu Ser Leu Asn Glu Val Leu Lys Asn Tyr Asn 
1540 1545 1550 

Gin Gin Lys Asp lie Glu His Lys Glu Leu Val Gin Lys Leu Gin His 
1555 1560 1565 

Phe Gin Glu Leu Gly Glu Glu Lys Asp Asn Arg Val Lys Glu Ala Glu 
1570 1575 . 1580 

Glu Lys lie Leu Thr Leu Glu Asn Gin Val Tyr Ser Met Lys Ala Glu 
1585 1590 1595 1600 
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Leu Glu Thr Lys Lys Lys Glu Leu Glu His Val Asn Leu Ser Val Lys 
1605 1610 1615 

Ser Lys Glu Glu Glu Leu Lys Ala Leu Glu Asp Arg Leu Glu Ser Glu 
1620 1625 1630 

Ser Ala Ala Lys Leu Ala Glu Leu Lys Arg Lys Ala Glu Gin Lys lie 
1635 1640 1645 

Ala Ala lie Lys Lys Gin Leu Leu Ser Gin Met Glu Glu Lys Glu Glu 
1650 1655 1660 

Gin Tyr Lys Lys Gly Thr Glu Ser His Leu Ser Glu Leu Asn Thr Lys 
1665 ^ 1670 1675 1680 

Leu Gin Glu Arg Glu Arg Glu Val His lie Leu Glu Glu Lys Leu Lys 
1685 1690 1695 

Ser Val Glu Ser Ser Gin Ser Glu Thr Leu lie Val Pro Arg Ser Ala 
1700 1705 1710 

Lys Asn Val Ala Ala Tyr Thr Glu Gin Glu Glu Ala Asp Ser Gin Gly 
1715 1720 1725 

Cys Val Gin Lys Thr Tyr Glu Glu Lys lie Ser Val Leu Gin Arg Asn 
1730 ~ 1735 1740 

Leu Thr Glu Lys Glu Lys Leu Leu Gin Arg Val Gly Gin Glu Lys Glu 
1745 " 1750 1755 1760 

Glu Thr Val Ser Ser His Phe Glu Met Arg Cys Gin Tyr Gin Glu Arg 
1765 1770 1775 

Leu lie Lys Leu Glu His Ala Glu Ala Lys Gin His Glu Asp Gin Ser 
1780 1785 1790 

Met lie Gly His Leu Gin Glu Glu Leu Glu Glu Lys Asn Lys Lys Tyr 
1795 1800 1805 

Ser Leu lie Val Ala Gin His Val Glu Lys Glu Gly Gly Lys Asn Asn 
1810 1815 1820 

lie Gin Ala Lys Gin Asn Leu Glu Asn Val Phe Asp Asp Val Gin Lys 
1825 ~ 1830 1835 1840 

Thr Leu Gin Glu" Lys Glu Leu Thr Cys Gin lie Leu Glu Gin Lys lie 
1845 1850 1855 

Lys Glu Leu Asp Ser Cys Leu Val Arg Gin Lys Glu Val His Arg Val 
1860 1865 1870 

Glu Met Glu Glu Leu Thr Ser Lys Tyr Glu Lys Leu Gin Ala Leu Gin 
1875 1880 1885 

Gin Met Asp Gly Arg Asn Lys Pro Thr Glu Leu Leu Glu Glu Asn Thr 
1890 * " .1895 1900 

Glu Glu Lys Ser Lys Ser His Leu Val Gin Pro Lys Leu Leu Ser Asn 
1905 1910 1915 1920 

Met Glu Ala Gin His Asn Asp Leu Glu Phe Lys Leu Ala Gly Ala Glu 
1925 1930 1935 

Arg Glu Lys Gin Lys Leu Gly Lys Glu lie Val Arg Leu Gin Lys Asp 
1940 1945 1950 

Leu Arg Met Leu Arg Lys Glu His Gin Gin Glu Leu Glu lie Leu Lys 



1955 1960 1965 

Lys Glu Tyr Asp Gin Glu Arg Glu Glu Lys lie Lys Gin Glu Gin Glu 
1970 ' 1975 1980 

Asp Leu Glu Leu Lys His Asn Ser Thr Leu Lys Gin Leu Met Arg Glu 
1985 "* 1990 1995 2000 

Phe Asn Thr Gin Leu Ala Gin Lys Glu Gin Glu Leu Glu Met Thr lie 
2005 2010 2015 

Lys Glu Thr lie Asn Lys Ala Gin Glu Val Glu Ala Glu Leu Leu Glu 
2020 "* 2025 2030 

Ser His Gin Glu Glu Thr Asn Gin Leu Leu Lys Lys lie Ala Glu Lys 
2035 2040 2045 

Asp Asp Asp Leu Lys Arg Thr Ala Lys Arg Tyr Glu Glu lie Leu Asp 
2050 2055 2060 

Ala Arg Glu Glu Glu Met Thr Ala Lys Val Arg Asp Leu Gin Thr Gin 
2065 " 2070 2075 2080 

Leu Glu Glu Leu Gin Lys Lys Tyr Gin Gin Lys Leu Glu Gin Glu Glu 
2085 2090 2095 

Asn Pro Gly Asn Asp Asn Val Thr lie Met Glu Leu Gin Thr Gin Leu 
2100 2105 2110 

Ala Gin Lys Thr Thr Leu lie Ser Asp Ser Lys Leu Lys Glu Gin Glu 
2115 2120 2125 

Phe Arg Glu Gin lie His Asn Leu Glu Asp Arg Leu Lys Lys Tyr Glu 
2130 2135 2140 

Lys Asn Val Tyr Ala Thr Thr Val Gly Thr Pro Tyr Lys Gly Gly Asn 
2145 " 2150 2155 2160 

Leu Tyr His Thr Asp Val Ser Leu Phe Gly Glu Pro Thr Glu Phe Glu 
2165 2170 2175 

Tyr Leu Arg Lys Val Leu Phe Glu Tyr Met Met Gly Arg Glu Thr Lys 
2180 2185 2190 

Thr Met Ala Lys Val lie Thr Thr Val Leu Lys Phe Pro Asp Asp Gin 
2195 2200 2205 

Thr Gin Lys lie Leu Glu Arg Glu Asp Ala Arg Leu Met Ser Trp Leu 
2210 2215 2220 

Arg Ser Ser Ser 
2225 



<210> 3 
<211> 7636 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cDNA of the 
human golgin-245 splice variant 1 

<400> 3 

gcaacgaagg taccatggcc gttgtcgtcg ccgccgcggc tcccggggct . ggatgggggg 60 
ccgaggccag ccagtggcac ccggaagaaa gagacgcggc ggcggcgacg ccgacaccct 120 
caggacgagt gtccggactt gcccacagcc tcaaggagga gacggcgagg cccggccccc 180 



gctgtccctg 
cccttcaggt 
aagcaaaaga 
tcctccaatt 
cttgatgaag 
cagctccggg 
cggtcttctt 
gacctggaca 
gacttggtag 
atggaacgaa 
atgcttcaga 
cttcggagaa 
ctgcaagagg 
actcaggttt 
aaaccacttc 
agtgatggag 
caaagagtga 
aaggaacaat 
agacttcaag 
actcagttgc 
atcgcagaga 
caactccgta 
gaaaagtccg 
acagaggaag 
aaaacaagtg 
gttgttgatg 
gaaaaggagc 
gaatttcagg 
agccaagaaa 
gcaatcctca 
agaactagaa 
cagtcaaaag 
acagtcatgg 
ctttggactg 
agggaaaagt 
gcccacatag 
ctagaatcat 
gaactttctg 
gatgaacaga 
tctatccaga 
aaggaaaggg 
attaaaaggt 
taccagagtg 
cagaagttgt 
gaagcacaaa 
ttaatgcagc 
caagtctatg 
ttggtggaaa 
atactcacac 
gaaaccaaat 
atgcaagaaa 
gaaaatactg 
atggcacagg 
aaagaacaaa 
atctgggaaa 
ttacaggaaa 
gaaaaagaag 
acaacattaa 
gcacaagatg 
tctctgaagg 
gaagataagc 
cagagtttga 
tttaaaaaac 
gccttattag 
attctttcta 
attaaaactt 
aatacactaa 



gtgtaaagaa 
ttcgttgaca 
tcagcgagga 
cttcaacacc 
gtacacccaa 
tgccctccgt 
ctaaagagtc 
gttctactgc 
ggaattcaga 
gcttaagtag 
gagagaagaa 
tagcagaatt 
agtttgatgc 
ctctactgaa 
ctcagctgga 
agccagtagt 
agcgtcaaga 
gtacactatt 
aactagaaaa 
gtgatgcaaa 
caaaacgtca 
gtcgcatcaa 
aaagagctgc 
cacggagaaa 
aggaggaacg 
taatgaaaaa 
tggccagaaa 
aacaaatgaa 
aagaacagca 
cagaaagtga 
ttcttgaatt 
atttggctgt 
ttgaaaaaca 
aaaaactcca 
gtgaacaaga 
aagaaatgaa 
tatcttctga 
ttctgaaaga 
aaaatcatca 
ggactgagaa 
acaagcattt 
ctgaagggga 
ccacacatga 
tggatttgga 
agaaagatgt 
aacttgaaaa 
agtccaaact 
aggaaaatat 
agaaattgtc 
ttaaaaacca 
cgttaaagaa 
ctctagagct 
ctaactcagc 
tagaaagtct 
agaaacttaa 
aagaacaaga 
agatgaacaa 
atgaattaca 
aaactaaact 
aaaatacttt 
ggaaggtttc 
aatcttcaca 
tgtctgagga 
aagctaaaac 
ggatttctca 
gcacagtttc 
atatttcttt 



gtcgccgtag 
ctcaggaccg 
gcagcagcag 
aacaagaatg 
tagagagtca 
ggagtctttg 
tttggtacga 
cagttttgat 
cagtctcaac 
ctacagggga 
aaagctacaa 
aagagaggag 
atctttagag 
acaacgatta 
accacaggct 
ggaagatgga 
gaacctactt 
aactagtgaa 
gataaaggac 
gaacttaatt 
gatgcatgaa 
acagatgact 
ttttgaggaa 
actgaaggca 
catcagtctt 
atcctcagaa 
agagcaggaa 
agtagctctt 
agaatctttg 
aaataaactt 
ggaaagttct 
tcatctggaa 
caagacagaa 
agtcttaaag 
aaaagaaaca 
tgaaaagact 
actgtcagaa 
tcaaacagat 
ccagcagcaa 
ggcattaaaa 
gaaagagcat 
actccagcag 
gcagacaaaa 
aacagaaaga 
ttgtactgag 
acaaaatagt 
tgaagatggt 
gattttacaa 
agccaaggag 
agaaaaaaag 
aaaattactg 
tagtcagaaa 
tggaatcagt 
tactgaggtt 
tcagcaagct 
ggtagcagaa 
ggaaataaca 
ggaacagtta 
gaaagctcat 
tcttcaagag 
tgagttgact 
tgaaaaaagt 
actagcgatt 
aaatgagcta 
ttgtcagcac 
tgaattagaa 
tcaacaggct 
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ccgtcgcggc 
tacgtacgct 
ctccagcagg 
aggagcagga 
ggtgacacac 
tttcgaagtc 
acatcttcca 
ccaccctctg 
aaagaacagt 
aaatattctg 
ggtatattaa 
ctccaaatgg 
gagaaagatc 
cgaaatggcc 
gaagtcttca 
acttctgtaa 
aagcgttgta 
aaagaagctc 
cttcatatgg 
gaacagcttg 
accctggaaa 
acccagggag 
cttgaaaaag 
gaaatggatg 
caacaggaat 
gaacaaattg 
ctgaccaaga 
gaaaagagtc 
gccctagaag 
cgggaccttc 
ttggaaaaaa 
gctgaaaaaa 
ttggaaagcc 
caacaatatc 
ttgttgaaag 
ttagaaaagc 
gtattaaaag 
aaaatgaagc 
gttgacagta 
gatcaaatta 
caggctcatg 
gcatctgcta 
gcatatgagg 
attcttctta 
ttagatgctc 
gaaatggagc 
aacaaagaac 
atgagagaag 
gacagtattc 
atggaaaaag 
gatcaggaag 
gaaaaacagt 
gatgcagtgt 
catcgacgag 
gaagaacttc 
ctgaaacaaa 
tggctgaagg 
aagcagaagt 
cttgaaaagc 
cagctagttg 
agcaagttga 
aacaaaagcc 
cagctagata 
atcaacatta 
cgtacaacta 
gcacaactta 
actcatcagt 



cgggactccc 
gcgccatgtt 
cgctggctcc 
catcttcatt 
agtcttttgc 
cgataaagga 
gagaatccct 
atatggatag 
tgattcagcg 
agcttgttac 
gtcagagtca 
accagcaggc 
agtatatcag 
cgatgaatgt 
ctaaagaaga 
aaacactgga 
aggaaacaat 
tgcaagaaca 
ccgagaagac 
aacaagataa 
tgaaagaaga 
aggaattacg 
ctttgagtac 
aacaaataaa 
taagtcgggt 
ctaagctaca 
agcttcagac 
aatcagaata 
agttagagtt 
agcaagaagc 
gcttacaaga 
ataagcacaa 
ttaagcatca 
agactgaaat 
acaaagagat 
ttgatgtgaa 
cccgtcacaa 
aggaattaga 
tcattaaaga 
atcaacttga 
tagaaaattt 
agctggacgt 
aacagttggc 
ccaaacaggt 
acaaaatcca 
aaaaagtaaa 
aggaacagac 
gacagaagaa 
atattttgaa 
ttaagcagaa 
ccaaacttaa 
ttaatgccaa 
caagactgga 
aactcaatga 
aggaaataca 
agatcctcct 
aagaaggtgt 
ctgcccatgt 
tagaggttga 
aactgaagat 
aaaccacaga 
tagaggacaa 
tttgctgtaa 
gtagtagtaa 
aagttaagga 
gacagttgac 
tagaagaaaa 



cgggctctcg 
caagaaactg 
tgctcaggcg 
tacagagcaa 
acagaagctc 
atctctattc 
gaatcgactt 
cgaggctgaa 
gttgcgaaga 
agcttatcag 
ggataaatca 
aaagaaacat 
tgttctceaa 
tgatgtactg 
gaatccagaa 
aacactccag 
tcagtcacat 
actggatgaa 
taaacttatc 
gggaatggta 
agaaattgct 
ggaacagaaa 
agcccaaaaa 
aactatcgaa 
gaaacaggag 
gaagcttcat 
ccgagaaagg 
tttgaagatc 
gcagaaaaaa 
agagacttac 
aaacaaaaat 
taaggagatt 
gcaggatgcc 
ggaaaaactt 
tatcttccag 
gcaaacagaa 
actagaagag 
ggccaagatg 
acacgaggta 
gcttctcttg 
agaggcagat 
ttttcagtct 
ccaattgcag 
tgctgaagtt 
ggtgcaggac 
atctttaacc 
aaagcaaatc 
agaaattgag 
tgaggaatat 
agcaaaggag 
gaaagagctt 
aatgctggaa 
aacaaaccaa 
tgtcatatca 
tgaaatccaa 
atttgggtgt 
taagcaggat 
gaattctctt 
cttgaataag 
gctggcagaa 
tgaagaattc 
gagcttggaa 
gaaaaccgaa 
aactaatgcc 
ggcactgtta 
agaggagcaa 
agaaaatcaa 



240 

300 

360 

420 

480 

540 • 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 




attaagagca tgaaggctga tattgaaagt 
gaaggaggca atcagcaaca ggctgcttct 
aaagagttat ctgaaaacat caatgctgtc 
aaagttgaga ttagcagtct tagtaaacaa 
agcatcagcc tatccgaaaa agaagcagcc 
gaaaaatgtg aattgctgga tcaggtgcaa 
aaagagaaaa tttctgctct tgagcaggta 
aagaagaaag cacagtcaag atttacacag 
cagcttgagt taaaatcaaa ggaagcttat 
gaagagcttg atcagcaaaa taaaagattt 
aagagcaaga tggagaaaaa ggagtctaat 
agaattatgg aattagagga ccatattacc 
gaagttctta aaaattacaa tcaacaaaag 
cttcaacatt ttcaagagtt aggagaagaa 
aaaatcttaa cacttgaaaa ccaagtttat 
aaagaattag aacatgtgaa tttaagtgtg 
gaagataggc ttgagtcaga aagtgctgca 
caaaaaattg ctgccattaa gaagcagttg 
tataaaaaag gtacagaaag ccatttgagt 
agggaagttc acatcttgga agaaaaactt 
ttaattgtac ccagatcagc aaaaaatgtg 
tcccaaggct gtgtgcagaa gacatatgaa 
actgaaaaag aaaagctatt gcagagggta 
cattttgaaa tgcgatgcca ataccaggag 
aagcaacatg aagatcaaag tatgataggt 
aagaaatatt ccttgatagt agcccagcat 
caggcaaagc aaaacttgga aaatgtgttt 
gaactaacct gtcagatttt ggagcaaaag 
cagaaagaag tacatagagt tgaaatggaa 
gctttacaac agatggatgg aagaaataaa 
gaaaagtcca aatcacattt ggtccaaccc 
aatgatctgg agtttaaatt agccggggca 
attgttagat tgcagaaaga ccttcgaatg 
atactaaaga aagaatatga tcaagaaagg 
cttgaactga agcacaattc cacattaaaa 
gcacaaaagg aacaagagct ggaaatgacc 
gtggaggctg aacttttaga aagccatcaa 
gctgagaaag atgatgatct aaaacgaaca 
cgtgaagaag aaatgactgc aaaagtaagg 
aagaaatacc agcaaaagct agagcaggag 
atggagctac agacacagct agcacagaag 
gagcaagagt tcagagaaca gattcacaat 
aatgtatatg caacaactgt ggggacacct 
gtctcactct ttggagaacc taccgaattt 
atgatgggtc gtgagactaa gaccatggca 
gatgatcaga ctcagaaaat tttggaaaga 
tcttcatctt gaagaagagt gacattgggt 
ctactctttg agaatgaagt tgtcattcag 
aatctggccc acagataagt tgcagactgc 
ggtgatagtt ttttcttcag ttttctcttg 
ttgataactt aacctgcttt atgggcttac 
gaacggctta cctttcctat ttatttttag 
attttgaggt gaaacttagt ggattttttc 
tattcaggtt gatctgttga atatttgcta 
aaaatcccaa atggcagtac ctcattgttt 
gaaaaaacac tactgtaaat tgtgaatagc 
tgattgttgg cagtgtcatc tctgagaaac 
aaaaaaaaaa aaaaaa 
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cttgtaacag aaaaagaagc cttacagaag 4260 
gaaaaggagt cttgtataac acagttgaag 4320 
acattgatga aagaagagct taaagaaaaa 4380 
ctaactgatt tgaatgttca gcttcaaaat 4440 
atttcatcac taagaaagca gtatgatgaa 4500 
gatttatctt ttaaagttga cactctgagt 4560 
gatgactggt ccaataaatt ctcagaatgg 4 620 
catcaaaaca ctgttaaaga attgcagatc 4 680 
gaaaaggatg agcagataaa tttattgaag 4 74 0 
gattgtttaa agggtgaaat ggaagacgac 4800 
ttagaaacag agttaaagtc tcaaacagca 4 8 60 
cagaaaacta ttgaaataga gtccttaaat 4 920 
gatattgaac acaaagaatt ggttcagaaa 4 980 
aaggacaaca gggttaaaga agctgaagaa 5040 
tccatgaaag ctgaacttga aactaagaag 5100 
aaaagcaaag aggaggagtt aaaggcattg 5160 
aaattagcag agttgaagag aaaagctgaa 5220 
ttatctcaaa tggaagagaa agaagaacag 5280 
gagctaaata caaaattgca ggaaagagaa 5340 
aagtcagtgg aaagttcaca gtcagaaaca 5400 
gcagcatata ctgaacaaga agaagcagat 54 60 
gaaaaaatca gtgttttaca aagaaactta 5520 
gggcaggaaa aagaagagac agtttcttct 5580 
cgcttaataa agctagaaca tgctgaggca 564 0 
catcttcaag aggagcttga agaaaaaaac 5700 
gtggaaaaag aaggaggtaa aaataacata 5760 
gacgacgtcc agaaaaccct ccaggagaag 5820 
ataaaagagc tggattcctg cttagtaaga 5880 
gagttgacct caaaatatga aaaattacag 5940 
cccacagaac ttttggaaga aaacactgaa 6000 
aaattgctta gtaacatgga agcccagcac 6060 
gaacgggaga aacagaaact gggcaaggag 6120 
ttgagaaagg agcatcagca agaattggaa 6180 
gaagagaaaa tcaaacagga gcaggaagat 6240 
cagctgatga gggagtttaa tacacagctg 6300 
ataaaagaaa ctatcaataa ggcccaggag 6360 
gaagagacaa atcagttact taaaaaaatt 6420 
gccaaaagat atgaagaaat ccttgatgct 6480 
gacctgcaga ctcaacttga ggagctgcag 6540 
gagaaccctg gcaatgataa tgtaacaatt 6600 
acgactttaa tcagtgattc gaaattgaaa 6660 
ttagaagacc gtttgaagaa atatgaaaag 6720 
tacaaaggtg gcaatttgta ccatacggat 6780 
gagtatttgc gaaaagtgct ttttgagtat 6840 
aaagttataa ccaccgtact gaagttccct 6900 
gaagatgctc ggctgatgtc atggctccga 6960 
gactgctgct tggaaaactg tccacacttg 7020 
ggcccctcat gtagccaaaa gaccaagaaa 7080 
ctttaaaata gattttatca gtggagaaat 7140 
ggaagagttt tatgttgttt aaaagatatt 7200 
ataatattcc tttcatccat tctttttaaa 7260 
ggtgattttt taaaaagact tgtgcaatac 7320 
tgataaatta gagcatttaa ttgactattt 7380 
aagaccagtt ctttaagcta agacatgtaa 74 4 0 
acttagcttt tgtacttata tttttcagag . 7500 
caatacataa ctgtattgta tgcaaatctg 7560 
agataaataa agtttattta ctatataacc 7620 

7636 



<210> 4 
<211> 2230 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Phe Lys Lys Leu Lys Gin Lys lie Ser Glu Glu Gin Gin Gin Leu 



# 



10 



10 15 



Gin Gin Ala Leu Ala Pro Ala Gin Ala. Ser Ser Asn Ser Ser Thr Pro 
20 25 30 

Thr Arg Met Arg Ser Arg Thr Ser Ser Phe Thr Glu Gin Leu Asp Glu 
35 40 45 

Gly Thr Pro Asn Arg Glu Ser Gly Asp Thr Gin Ser Phe Ala Gin Lys 
50 55 60 

Leu Gin Leu Arg Val Pro Ser Val Glu Ser Leu Phe Arg Ser Pro lie 
65 ^70 75 80 

Lys Glu Ser Leu Phe Arg Ser Ser Ser Lys Glu Ser Leu Val Arg Thr 
85 90 95 

Ser Ser Arg Glu Ser Leu Asn Arg Leu Asp Leu Asp Ser Ser Thr Ala 
100 " 105 110 

Ser Phe Asp Pro Pro Ser Asp Met Asp Ser Glu Ala Glu Asp Leu Val 
115 120 125 

Gly Asn Ser Asp Ser Leu Asn Lys Glu Gin Leu lie Gin Arg Leu Arg 
130 135 140 

Arg Met Glu Arg Ser Leu Ser Ser Tyr Arg Gly Lys Tyr Ser Glu Leu 
145 150 155 160 

Val Thr Ala Tyr Gin Met Leu Gin Arg Glu Lys Lys Lys Leu Gin Gly 
165 170 175 

lie Leu Ser Gin Ser Gin Asp Lys Ser Leu Arg Arg lie Ala Glu Leu 
180 " 185 190 

Arg Glu Glu Leu Gin Met Asp Gin Gin Ala Lys Lys His Leu Gin Glu 
195 " 200 . 205 

Glu Phe Asp Ala Ser Leu Glu Glu Lys Asp Gin Tyr lie Ser Val Leu 
210 ~ 215 220 

Gin Thr Gin Val Ser Leu Leu Lys Gin Arg Leu Arg Asn Gly Pro Met 
225 230 235 240 

Asn Val Asp Val Leu Lys Pro Leu Pro Gin Leu Glu Pro Gin Ala Glu 
245 ~ 250 255 

Val Phe Thr Lys Glu Glu Asn Pro Glu Ser Asp Gly Glu Pro Val Val 
260 265 270 

Glu Asp Gly Thr Ser Val Lys Thr Leu Glu Thr Leu Gin Gin Arg Val 
275 280 285 

Lys Arg Gin Glu Asn Leu Leu Lys Arg Cys Lys Glu Thr lie Gin Ser 
290 295 300 

His Lys Glu Gin Cys Thr Leu Leu Thr Ser Glu Lys Glu Ala Leu Gin 
305 310 315 . 320 

Glu Gin Leu Asp Glu Arg Leu Gin Glu Leu Glu Lys lie Lys Asp Leu 
325 330 335 

His Met Ala Glu Lys Thr Lys Leu lie Thr Gin Leu Arg Asp Ala Lys 
340 345 350 

Asn Leu lie Glu Gin Leu Glu Gin Asp Lys Gly Met Val lie Ala Glu 
355 360 365 
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Thr Lys Arg Gin Met His Glu Thr Leu Glu Met Lys Glu Glu Glu lie 
370 375 380 

Ala Gin Leu Arg Ser Arg lie Lys Gin Met Thr Thr Gin Gly Glu Glu 
385 390 395 400 

Leu Arg Glu Gin Lys Glu Lys Ser Glu Arg Ala Ala Phe Glu Glu Leu 
405 ^ 410 415 

Glu Lys Ala Leu Ser Thr Ala Gin Lys Thr Glu Glu Ala Arg Arg Lys 
420 425 430 

Leu Lys Ala Glu Met Asp Glu Gin lie Lys Thr lie Glu Lys Thr Ser 
435 440 445 

Glu Glu Glu Arg lie Ser Leu Gin Gin Glu Leu Ser Arg Val Lys Gin 
450 455 460 

Glu Val Val Asp Val Met Lys Lys Ser Ser Glu Glu Gin lie Ala Lys 
465 470 475 480 

Leu Gin Lys Leu His Glu Lys Glu Leu Ala Arg Lys Glu Gin Glu Leu 
485 ~ 490 495 

Thr Lys Lys Leu Gin Thr Arg Glu Arg Glu Phe Gin Glu Gin Met Lys 
500 505 510 

Val Ala Leu Glu Lys Ser Gin Ser Glu Tyr Leu Lys lie Ser Gin Glu 
515 520 525 

Lys Glu Gin Gin Glu Ser Leu Ala Leu Glu Glu Leu Glu Leu Gin Lys 
530 535 540 

Lys Ala lie Leu Thr Glu Ser Glu Asn Lys Leu Arg Asp Leu Gin Gin 
545 550 555 560 

Glu Ala Glu Thr Tyr Arg Thr Arg lie Leu Glu Leu Glu Ser Ser Leu 
565 570 575 

Glu Lys Ser Leu Gin Glu Asn Lys Asn Gin Ser Lys Asp Leu Ala Val 
580 ~ 585 590 

His Leu Glu Ala Glu Lys Asn Lys His Asn Lys Glu lie Thr Val Met 
595 600 605 

Val Glu Lys His Lys Thr Glu Leu Glu Ser Leu Lys His Gin Gin Asp 
610 615 620 

Ala Leu Trp Thr Glu Lys Leu Gin Val Leu Lys Gin Gin Tyr Gin Thr 
625 630 635 640 

Glu Met Glu Lys Leu Arg Glu Lys Cys Glu Gin Glu Lys Glu Thr Leu 
645 650 655 

Leu Lys Asp Lys Glu lie lie Phe Gin Ala His lie Glu Glu Met Asn 
660 665 670 

Glu Lys Thr Leu Glu Lys Leu Asp Val Lys Gin Thr Glu Leu Glu Ser 
675 680 685 

Leu Ser Ser Glu Leu Ser Glu Val Leu Lys Ala Arg His Lys Leu Glu 
690 695 . 700 

Glu Glu Leu Ser Val Leu Lys Asp Gin Thr Asp Lys Met Lys Gin Glu 
705 710 715 720 



m • 



Leu Glu Ala Lys Met Asp Glu Gin Lys Asn His His Gin Gin Gin Val 
725 730 735 

Asp Ser lie lie Lys Glu His Glu Val Ser lie Gin Arg Thr Glu Lys 
740 745 750 

Ala Leu Lys Asp Gin lie Asn Gin Leu Glu Leu Leu Leu Lys Glu Arg 
755 760 765 

Asp Lys His Leu Lys Glu His Gin Ala His Val Glu Asn Leu Glu Ala 
770 ~ 775 780 

Asp lie Lys Arg Ser Glu Gly Glu Leu Gin Gin Ala Ser Ala Lys Leu 
785 790 795 800 

Asp Val Phe Gin Ser Tyr Gin Ser Ala Thr His Glu Gin Thr Lys Ala 
805 " 810 815 

Tyr Glu Glu Gin Leu Ala Gin Leu Gin Gin Lys Leu Leu Asp Leu Glu 
820 825 830 

Thr Glu Arg lie Leu Leu Thr Lys Gin Val Ala Glu Val Glu Ala Gin 
835 840 845 

Lys Lys Asp Val Cys Thr Glu Leu Asp Ala His Lys lie Gin Val Gin 
850 " 855 860 

Asp Leu Met Gin Gin Leu Glu Lys Gin Asn Ser Glu Met Glu Gin Lys 
865 870 875 880 

Val Lys Ser Leu Thr Gin Val Tyr Glu Ser Lys Leu Glu Asp Gly Asn 
885 890 895 

Lys Glu Gin Glu Gin Thr Lys Gin lie Leu Val Glu Lys Glu Asn Met 
900 " 905 910 

lie Leu Gin Met Arg Glu Gly Gin Lys Lys Glu lie Glu lie Leu Thr 
915 920 925 

Gin Lys Leu Ser Ala Lys Glu Asp Ser lie His lie Leu Asn Glu Glu 
930 935 940 

Tyr Glu Thr Lys Phe Lys Asn Gin Glu Lys Lys Met Glu Lys Val Lys 
945 ~ 950 ~ 955 960 

Gin Lys Ala Lys Glu Met Gin Glu Thr Leu Lys Lys Lys Leu Leu Asp 
965 970 975 

Gin Glu Ala Lys Leu Lys Lys Glu Leu Glu Asn Thr Ala Leu Glu Leu 
980 . " 985 990 

Ser Gin Lys Glu Lys Gin Phe Asn Ala Lys Met Leu Glu Met Ala Gin 
995 1000 1005 

Ala Asn Ser Ala Gly lie Ser Asp Ala Val Ser Arg Leu Glu Thr Asn 
1010 1015 1020 

Gin Lys Glu Gin lie Glu Ser Leu Thr Glu Val His Arg Arg Glu Leu 
1025 1030 1035 1040 

Asn Asp Val lie Ser lie Trp Glu Lys Lys Leu Asn Gin Gin Ala Glu 
1045 ~ 1050 1055 

Glu Leu Gin Glu lie His Glu lie Gin Leu Gin Glu Lys Glu Gin Glu 
1060 1065 1070 

Val Ala Glu Leu Lys Gin Lys lie Leu Leu Phe Gly Cys Glu Lys Glu 



1075 1080 1085 

Glu Met Asn Lys Glu lie Thr Trp Leu Lys Glu Glu Gly Val Lys Gin 
1090 1095 1100 

Asp Thr Thr Leu Asn Glu Leu Gin Glu Gin Leu Lys Gin Lys Ser Ala 
1105 1110 1115 1120 

His Val Asn Ser Leu Ala Gin Asp Glu Thr Lys Leu Lys Ala His Leu 
1125 1130 1135 

Glu Lys Leu Glu Val Asp Leu Asn Lys Ser Leu Lys Glu Asn Thr Phe 
1140 1145 1150 

Leu Gin Glu Gin Leu Val Glu Leu Lys Met Leu Ala Glu Glu Asp Lys 
1155 1160 1165 

Arg Lys Val Ser Glu Leu Thr Ser Lys Leu Lys Thr Thr Asp Glu Glu 
1170 1175 1180 

Phe Gin Ser Leu Lys Ser Ser His Glu Lys Ser Asn Lys Ser Leu Glu 
1185 " 1190 1195 1200 

Asp Lys Ser Leu Glu Phe Lys Lys Leu Ser Glu Glu Leu Ala lie Gin 
1205 " 1210 1215 

Leu Asp lie Cys Cys Lys Lys Thr Glu Ala Leu Leu Glu Ala Lys Thr 
1220 ~ 1225 1230 

Asn Glu Leu lie Asn lie Ser Ser Ser Lys Thr Asn Ala lie Leu Ser 
1235 1240 1245 

Arg lie Ser His Cys Gin His Arg Thr Thr Lys Val Lys Glu Ala Leu 
1250 1255 1260 

Leu lie Lys Thr Cys Thr Val Ser Glu Leu Glu Ala Gin Leu Arg Gin 
1265 1270 1275 1280 

Leu Thr Glu Glu Gin Asn Thr Leu Asn lie Ser Phe Gin Gin Ala Thr 
1285 1290 1295 

His Gin Leu Glu Glu Lys Glu Asn Gin lie Lys Ser Met Lys Ala Asp 
1300 "* 1305 1310 

lie Glu Ser Leu Val Thr Glu Lys Glu Ala Leu Gin Lys Glu Gly Gly 
1315 1320 1325 

Asn Gin Gin Gin Ala Ala Ser Glu Lys Glu Ser Cys lie Thr Gin Leu 
1330 1335 1340 

Lys Lys Glu Leu Ser Glu Asn lie Asn Ala Val Thr Leu Met Lys Glu 
1345 1350 1355 1360 

Glu Leu Lys Glu Lys Lys Val Glu lie Ser Ser Leu Ser Lys Gin Leu 
1365 1370 1375 

Thr Asp Leu Asn Val Gin Leu Gin Asn Ser lie Ser Leu Ser Glu Lys 
1380 1385 1390 

Glu Ala Ala lie Ser Ser Leu Arg Lys Gin Tyr Asp Glu Glu Lys Cys 
1395 1400 1405 

Glu Leu Leu Asp Gin Val Gin Asp Leu Ser Phe Lys Val Asp Thr Leu 
1410 * 1415 1420 

Ser Lys Glu Lys lie Ser Ala Leu Glu Gin Val Asp Asp Trp Ser Asn 
1425 1430 1435 1440 
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Lys Phe Ser Glu Trp Lys Lys Lys Ala Gin Ser Arg Phe Thr Gin His 
1445 1450 1455 

Gin Asn Thr Val Lys Glu Leu Gin lie Gin Leu Glu Leu Lys Ser Lys 
1460 ^ 1465 1470 

Glu Ala Tyr Glu Lys Asp Glu Gin lie Asn Leu Leu Lys Glu Glu Leu 
1475 * 1480 1485 

Asp Gin Gin Asn Lys Arg Phe Asp Cys Leu Lys Gly Glu Met Glu Asp 
1490 " 1495 1500 

Asp Lys Ser Lys Met Glu Lys Lys Glu Ser Asn Leu Glu Thr Glu Leu 
1505 1510 1515 1520 

Lys Ser Gin Thr Ala Arg lie Met Glu Leu Glu Asp His lie Thr Gin 
1525 1530 1535 

Lys Thr lie Glu lie Glu Ser Leu Asn Glu Val Leu Lys Asn Tyr Asn 
1540 1545 1550 

Gin Gin Lys Asp lie Glu His Lys Glu Leu Val Gin Lys Leu Gin His 
1555 1560 1565 

Phe Gin. Glu Leu Gly Glu Glu Lys Asp Asn Arg Val Lys Glu Ala Glu 
1570 1575 1580 

Glu Lys lie Leu Thr Leu Glu Asn Gin Val Tyr Ser Met Lys Ala Glu 
1585 1590 . 1595 1600 

Leu Glu Thr Lys Lys Lys Glu Leu Glu His Val Asn Leu Ser Val Lys 
1605 1610 1615 

Ser Lys Glu Glu Glu Leu Lys Ala Leu Glu Asp Arg Leu Glu Ser Glu 
1620 1625 1630 

Ser Ala Ala Lys Leu Ala Glu Leu Lys Arg Lys Ala Glu Gin Lys lie 
1635 " 1640 1645 

Ala Ala lie Lys Lys Gin Leu Leu Ser Gin Met Glu Glu Lys Glu Glu 
1650 1655 1660 

Gin Tyr Lys Lys Gly Thr Glu Ser His Leu Ser Glu Leu Asn Thr Lys 
1665 . 1670 1675 1680 

Leu Gin Glu Arg Glu Arg Glu Val His lie Leu Glu Glu Lys Leu Lys 
1685 1690 1695 

Ser Val Glu Ser Ser Gin Ser Glu Thr Leu lie Val Pro Arg Ser Ala 
1700 1705 1710 

Lys Asn Val Ala Ala Tyr Thr Glu Gin Glu Glu Ala Asp Ser Gin Gly 
1715 " 1720 1725 

Cys Val Gin Lys Thr Tyr Glu Glu Lys lie Ser Val Leu Gin Arg Asn 
1730 1735 1740 

Leu Thr Glu Lys Glu Lys Leu Leu Gin Arg Val Gly Gin Glu Lys Glu 
1745 " 1750 1755 1760 

Glu Thr Val Ser Ser His Phe Glu Met Arg Cys Gin Tyr Gin Glu Arg 
1765 1770 1775 

Leu lie Lys Leu Glu His Ala Glu Ala Lys Gin His Glu Asp Gin Ser 
1780 1785 1790 
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Met lie Gly His Leu Gin Glu Glu Leu Glu Glu Lys Asn Lys Lys Tyr 
1795 1800 1805 

Ser Leu lie Val Ala Gin His Val Glu Lys Glu Gly Gly Lys Asn Asn, 
1810 1815 1820 

lie Gin Ala Lys Gin Asn Leu Glu Asn Val Phe Asp Asp Val Gin Lys 
1825 1830 1835 1840 

Thr Leu Gin Glu Lys Glu Leu Thr Cys Gin lie Leu Glu Gin Lys lie 
1845 1850 1855 

Lys Glu Leu Asp Ser Cys Leu Val Arg Gin Lys Glu Val His Arg Val 
1860 ^ 1865 1870 

Glu Met Glu Glu Leu Thr Ser Lys Tyr Glu Lys Leu Gin Ala Leu Gin 
1875 1880 * 1885 

Gin Met Asp Gly Arg Asn Lys Pro Thr Glu Leu Leu Glu Glu Asn Thr 
1890 1895 1900 

Glu Glu Lys Ser Lys Ser His Leu Val Gin Pro Lys Leu Leu Ser Asn 
1905 1910 1915 1920 

Met Glu Ala Gin His Asn Asp Leu Glu Phe Lys Leu Ala Gly Ala Glu 
1925 1930 1935 

Arg Glu Lys Gin Lys Leu Gly Lys Glu lie Val Arg Leu Gin Lys Asp 
1940 ~ "* 1945 1950 

Leu Arg Met Leu Arg Lys Glu His Gin Gin Glu Leu Glu lie Leu Lys 
1955 " 1960 1965 

Lys Glu Tyr Asp Gin Glu Arg Glu Glu Lys lie Lys Gin Glu Gin Glu 
1970 1975 1980 

Asp Leu Glu Leu Lys His Asn Ser Thr Leu Lys Gin Leu Met Arg Glu 
1985 ~ 1990 1995 .. 2000 

Phe Asn Thr Gin Leu Ala Gin Lys Glu Gin Glu Leu Glu Met Thr lie 
2005 2010 2015 

Lys Glu Thr lie Asn Lys Ala Gin Glu Val Glu Ala Glu Leu Leu Glu 
2020 ~ 2025 2030 

Ser His Gin Glu Glu Thr Asn Gin Leu Leu Lys Lys lie Ala Glu Lys 
2035 2040 2045 

Asp Asp Asp Leu Lys Arg Thr Ala Lys Arg Tyr Glu Glu lie Leu Asp 
2050 2055 2060 

Ala Arg Glu Glu Glu Met Thr Ala Lys Val Arg Asp Leu Gin Thr Gin 
2065 2070 2075 2080 

Leu Glu Glu Leu Gin Lys Lys Tyr Gin Gin Lys Leu Glu Gin Glu Glu 
2085 2090 2095 

Asn Pro Gly Asn Asp Asn Val Thr lie Met Glu Leu Gin Thr Gin Leu 
2100 2105 2110 

Ala Gin Lys Thr Thr Leu lie Ser Asp Ser Lys Leu Lys Glu Gin Glu 
2115 2120 2125 

Phe Arg Glu Gin lie His Asn Leu Glu Asp Arg Leu Lys Lys Tyr Glu 
2130 2135 2140 

Lys Asn Val Tyr Ala Thr Thr Val Gly Thr Pro Tyr Lys Gly Gly Asn 




2145 2150 2155 2160 

Leu Tyr His Thr Asp Val Ser Leu Phe Gly Glu Pro Thr Glu Phe Glu 
2165 2170 2175 

Tyr Leu Arg Lys Val Leu Phe Glu Tyr Met Met Gly Arg Glu Thr . Lys 
2180 2185 2190 

Thr Met Ala Lys Val lie Thr Thr Val Leu Lys Phe Pro Asp Asp Gin 
2195 2200 2205 

Thr Gin Lys lie Leu Glu Arg Glu Asp Ala Arg Leu Met Phe Thr Ser 
2210 2215 2220 

Pro Arg Ser Gly lie Phe 
2225 2230 



<210> 5 
<211> 7695 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
human golgin-24 5 splice variant 2 



cDNA of the 



<400> 5 

gcaacgaagg 

ccgaggccag 

caggacgagt 

gctgtccctg 

cccttcaggt 

aagcaaaaga 

tcctccaatt 

cttgatgaag 

cagctccggg 

cggtcttctt 

gacctggaca 

gacttggtag 

atggaacgaa 

atgcttcaga 

cttcggagaa 

ctgcaagagg 

actcaggttt 

aaaccacttc 

agtgatggag 

caaagagtga 

aaggaacaat 

agacttcaag 

actcagttgc 

atcgcagaga 

caactccgta 

gaaaagtccg 

acagaggaag 

aaaacaagtg 

gttgttgatg 

gaaaaggagc 

gaatttcagg 

agccaagaaa 

gcaatcctca 

agaactagaa 

cagtcaaaag 

acagtcatgg 

ctttggactg 

agggaaaagt 

gcccacatag 



taccatggcc 
ccagtggcac 
gtccggactt 
gtgtaaagaa 
ttcgttgaca 
tcagcgagga 
cttcaacacc 
gtacacccaa 
tgccctccgt 
ctaaagagtc 
gttctactgc 
ggaattcaga 
gcttaagtag 
gagagaagaa 
tagcagaatt 
agtttgatgc 
ctctactgaa 
ctcagctgga 
agccagtagt 
agcgtcaaga 
gtacactatt 
aactagaaaa 
gtgatgcaaa 
caaaacgtca 
gtcgcatcaa 
aaagagctgc 
cacggagaaa 
aggaggaacg 
taatgaaaaa 
tggccagaaa 
aacaaatgaa 
aagaacagca 
cagaaagtga 
ttcttgaatt 
atttggctgt 
ttgaaaaaca 
aaaaactcca 
gtgaacaaga 
aagaaatgaa 



gttgtcgtcg 
ccggaagaaa 
gcccacagcc 
gtcgccgtag 
ctcaggaccg 
gcagcagcag 
aacaagaatg 
tagagagtca 
ggagtctttg 
tttggtacga 
cagttttgat 
cagtctcaac 
ctacagggga 
aaagctacaa 
aagagaggag 
atctttagag 
acaacgatta 
accacaggct 
ggaagatgga 
gaacctactt 
aactagtgaa 
gataaaggac 
gaacttaatt 
gatgcatgaa 
acagatgact 
ttttgaggaa 
actgaaggca 
catcagtctt 
atcctcagaa 
agagcaggaa 
agtagctctt 
agaatctttg 
aaataaactt 
ggaaagttct 
tcatctggaa 
caagacagaa 
agtcttaaag 
aaaagaaaca 
tgaaaagact 



ccgccgcggc 
gagacgcggc 
tcaaggagga 
ccgtcgcggc 
tacgtacgct 
ctccagcagg 
aggagcagga 
ggtgacacac 
tttcgaagtc 
acatcttcca 
ccaccctctg 
aaagaacagt 
aaatattctg 
ggtatattaa 
ctccaaatgg 
gagaaagatc 
cgaaatggcc 
gaagtcttca 
acttctgtaa 
aagcgttgta 
aaagaagctc 
cttcatatgg 
gaacagcttg 
accctggaaa 
acccagggag 
cttgaaaaag 
gaaatggatg 
caacaggaat 
gaacaaattg 
ctgaccaaga 
gaaaagagtc 
gccctagaag 
cgggaccttc 
ttggaaaaaa 
gctgaaaaaa 
ttggaaagcc 
caacaatatc 
ttgttgaaag 
ttagaaaagc 



tcccggggct 
ggcggcgacg 
gacggcgagg 
cgggactccc 
gcgccatgtt 
cgctggctcc 
catcttcatt 
agtcttttgc 
cgataaagga 
gagaatccct 
atatggatag 
tgattcagcg 
agcttgttac 
gtcagagtca 
accagcaggc 
agtatatcag 
cgatgaatgt 
ctaaagaaga 
aaacactgga 
aggaaacaat 
tgcaagaaca 
ccgagaagac 
aacaagataa 
tgaaagaaga 
aggaattacg 
ctttgagtac 
aacaaataaa 
taagtcgggt 
ctaagctaca 
agcttcagac 
aatcagaata 
agttagagtt 
agcaagaagc 
gcttacaaga 
ataagcacaa 
ttaagcatca 
agactgaaat 
acaaagagat 
ttgatgtgaa 



ggatgggggg 
ccgacaccct 
cccggccccc 
cgggctctcg 
caagaaactg 
tgctcaggcg 
tacagagcaa 
acagaagctc 
atctctattc 
gaatcgactt 
cgaggctgaa 
gttgcgaaga 
agcttatcag 
ggataaatca 
aaagaaacat 
tgttctccaa 
tgatgtactg 
gaatccagaa 
aacactccag 
tcagtcacat 
actggatgaa 
taaacttatc 
gggaatggta 
agaaattgct 
ggaacagaaa 
agcccaaaaa 
aactatcgaa 
gaaacaggag 
gaagcttcat 
ccgagaaagg 
tttgaagatc 
gcagaaaaaa 
agagacttac 
aaacaaaaat 
taaggagatt 
gcaggatgcc 
ggaaaaactt 
tatcttccag 
gcaaacagaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 



ctagaatcat 
gaactttctg 
gatgaacaga 
tctatccaga 
aaggaaaggg 
attaaaaggt 
taccagagtg 
cagaagttgt 
gaagcacaaa 
ttaatgcagc 
caagtctatg 
ttggtggaaa 
atactcacac 
gaaaccaaat 
atgcaagaaa 
gaaaatactg 
atggcacagg 
aaagaacaaa 
atctgggaaa 
ttacaggaaa 
gaaaaagaag 
acaacattaa 
gcacaagatg 
tctctgaagg 
gaagataagc 
cagagtttga 
tttaaaaaac 
gccttattag 
attctttcta 
attaaaactt 
aatacactaa 
attaagagca 
gaaggaggca 
aaagagttat 
aaagttgaga 
agcatcagcc 
gaaaaatgtg 
aaagagaaaa 
aagaagaaag 
cagcttgagt 
gaagagcttg 
aagagcaaga 
agaattatgg 
gaagttctta 
cttcaacatt 
aaaatcttaa 
aaagaattag 
gaagataggc 
caaaaaattg 
tataaaaaag 
agggaagttc 
ttaattgtac 
tcccaaggct 
actgaaaaag 
cattttgaaa 
aagcaacatg 
aagaaatatt 
caggcaaagc 
gaactaacct 
cagaaagaag 
gctttacaac 
gaaaagtcca 
aatgatctgg 
attgttagat 
atactaaaga 
cttgaactga 
gcacaaaagg 



tatcttctga 
ttctgaaaga 
aaaatcatca 
ggactgagaa 
acaagcattt 
ctgaagggga 
ccacacatga 
tggatttgga 
agaaagatgt 
aacttgaaaa 
agtccaaact 
aggaaaatat 
agaaattgtc 
ttaaaaacca 
cgttaaagaa 
ctctagagct 
ctaactcagc 
tagaaagtct 
agaaacttaa 
aagaacaaga 
agatgaacaa 
atgaattaca 
aaactaaact 
aaaatacttt 
ggaaggtttc 
aatcttcaca 
tgtctgagga 
aagctaaaac 
ggatttctca 
gcacagtttc 
atatttcttt 
tgaaggctga 
atcagcaaca 
ctgaaaacat 
ttagcagtct 
tatccgaaaa 
aattgctgga 
tttctgctct 
cacagtcaag 
taaaatcaaa 
atcagcaaaa 
tggagaaaaa 
aattagagga 
aaaattacaa 
ttcaagagtt 
cacttgaaaa 
aacatgtgaa 
ttgagtcaga 
ctgccattaa 
gtacagaaag 
acatcttgga 
ccagatcagc 
gtgtgcagaa 
aaaagctatt 
tgcgatgcca 
aagatcaaag 
ccttgatagt 
aaaacttgga 
gtcagatttt 
tacatagagt 
agatggatgg 
aatcacattt 
agtttaaatt 
tgcagaaaga 
aagaatatga 
agcacaattc 
aacaagagct 



actgtcagaa 
tcaaacagat 
ccagcagcaa 
ggcattaaaa 
gaaagagcat 
actccagcag 
gcagacaaaa 
aacagaaaga 
ttgtactgag 
acaaaatagt 
tgaagatggt 
gattttacaa 
agccaaggag 
agaaaaaaag 
aaaattactg 
tagtcagaaa 
tggaatcagt 
tactgaggtt 
tcagcaagct 
ggtagcagaa 
ggaaataaca 
ggaacagtta 
gaaagctcat 
tcttcaagag 
tgagttgact 
tgaaaaaagt 
actagcgatt 
aaatgagcta 
ttgtcagcac 
tgaattagaa 
tcaacaggct 
tattgaaagt 
ggctgcttct 
caatgctgtc 
tagtaaacaa 
agaagcagcc 
tcaggtgcaa 
tgagcaggta 
atttacacag 
ggaagcttat 
taaaagattt 
ggagtctaat 
ccatattacc 
tcaacaaaag 
aggagaagaa 
ccaagtttat 
tttaagtgtg 
aagtgctgca 
gaagcagttg 
ccatttgagt 
agaaaaactt 
aaaaaatgtg 
gacatatgaa 
gcagagggta 
ataccaggag 
tatgataggt 
agcccagcat 
aaatgtgttt 
ggagcaaaag 
tgaaatggaa 
aagaaataaa 
ggtccaaccc 
agccggggca 
ccttcgaatg 
tcaagaaagg 
cacattaaaa 
ggaaatgacc 
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gtattaaaag 
aaaatgaagc 
gttgacagta 
gatcaaatta 
caggctcatg 
gcatctgcta 
gcatatgagg 
attcttctta 
ttagatgctc 
gaaatggagc 
aacaaagaac 
atgagagaag 
gacagtattc 
atggaaaaag 
gatcaggaag 
gaaaaacagt 
gatgcagtgt 
catcgacgag 
gaagaacttc 
ctgaaacaaa 
tggctgaagg 
aagcagaagt 
cttgaaaagc 
cagctagttg 
agcaagttga 
aacaaaagcc 
cagctagata 
atcaacatta 
cgtacaacta 
gcacaactta 
actcatcagt 
cttgtaacag 
gaaaaggagt 
acattgatga 
ctaactgatt 
atttcatcac 
gatttatctt 
gatgactggt 
catcaaaaca 
gaaaaggatg 
gattgtttaa 
ttagaaacag 
cagaaaacta 
gatattgaac 
aaggacaaca 
tccatgaaag 
aaaagcaaag 
aaattagcag 
ttatctcaaa 
gagctaaata 
aagtcagtgg 
gcagcatata 
gaaaaaatca 
gggcaggaaa 
cgcttaataa 
catcttcaag 
gtggaaaaag 
gacgacgtcc 
ataaaagagc 
gagttgacct 
cccacagaac 
aaattgctta 
gaacgggaga 
ttgagaaagg 
gaagagaaaa 
cagctgatga 
ataaaagaaa 



cccgtcacaa 
aggaattaga 
tcattaaaga 
atcaacttga 
tagaaaattt 
agctggacgt 
aacagttggc 
ccaaacaggt 
acaaaatcca 
aaaaagtaaa 
aggaacagac 
gacagaagaa 
atattttgaa 
ttaagcagaa 
ccaaacttaa 
ttaatgccaa 
caagactgga 
aactcaatga 
aggaaataca 
agatcctcct 
aagaaggtgt 
ctgcccatgt 
tagaggttga 
aactgaagat 
aaaccacaga 
tagaggacaa 
tttgctgtaa 
gtagtagtaa 
aagttaagga 
gacagttgac 
tagaagaaaa 
aaaaagaagc 
cttgtataac 
aagaagagct 
tgaatgttca 
taagaaagca 
ttaaagttga 
ccaataaatt 
ctgttaaaga 
agcagataaa 
agggtgaaat 
agttaaagtc 
ttgaaataga 
acaaagaatt 
gggttaaaga 
ctgaacttga 
aggaggagtt 
agttgaagag 
tggaagagaa 
caaaattgca 
aaagttcaca 
ctgaacaaga 
gtgttttaca 
aagaagagac 
agctagaaca 
aggagcttga 
aaggaggtaa 
agaaaaccct 
tggattcctg 
caaaatatga 
ttttggaaga 
gtaacatgga 
aacagaaact 
agcatcagca 
tcaaacagga 
gggagtttaa 
ctatcaataa 



actagaagag 
ggccaagatg 
acacgaggta 
gcttctcttg 
agaggcagat 
ttttcagtct 
ccaattgcag 
tgctgaagtt 
ggtgcaggac 
atctttaacc 
aaagcaaatc 
agaaattgag 
tgaggaatat 
agcaaaggag 
gaaagagctt 
aatgctggaa 
aacaaaccaa 
tgtcatatca 
tgaaatccaa 
atttgggtgt 
taagcaggat 
gaattctctt 
cttgaataag 
gctggcagaa 
tgaagaattc 
gagcttggaa 
gaaaaccgaa 
aactaatgcc 
ggcactgtta 
agaggagcaa 
agaaaatcaa 
cttacagaag 
acagttgaag 
taaagaaaaa 
gcttcaaaat 
gtatgatgaa 
cactctgagt 
ctcagaatgg 
attgcagatc 
tttattgaag 
ggaagacgac 
tcaaacagca 
gtccttaaat 
ggttcagaaa 
agctgaagaa 
aactaagaag 
aaaggcattg 
aaaagctgaa 
agaagaacag 
ggaaagagaa 
gtcagaaaca 
agaagcagat 
aagaaactta 
agtttcttct 
tgctgaggca 
agaaaaaaac 
aaataacata 
ccaggagaag 
cttagtaaga 
aaaattacag 
aaacactgaa 
agcccagcac 
gggcaaggag 
agaattggaa 
gcaggaagat 
tacacagctg 
ggcccaggag 



2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 



gtggaggctg 
gctgagaaag 
cgtgaagaag 
aagaaatacc 
atggagctac 
gagcaagagt 
aatgtatatg 
gtctcactct 
atgatgggtc 
gatgatcaga 
cgcagtggta 
cgatcttcat 
ttgctactct 
aaaaatctgg 
aatggtgata 
tattttgata 
taaagaacgg 
atacattttg 
attttattca 
gtaaaaaatc 
agaggaaaaa 
tctgtgattg 
aaaaaaaaaa 



aacttttaga 
atgatgatct 
aaatgactgc 
agcaaaagct 
agacacagct 
tcagagaaca 
caacaactgt 
ttggagaacc 
gtgagactaa 
ctcagaaaat 
tcttctgagt 
cttgaagaag 
ttgagaatga 
cccacagata 
gttttttctt 
acttaacctg 
cttacctttc 
aggtgaaact 
ggttgatctg 
ccaaatggca 
acactactgt 
ttggcagtgt 
aaaag 



aagccatcaa 
aaaacgaaca 
aaaagtaagg 
agagcaggag 
agcacagaag 
gattcacaat 
ggggacacct 
taccgaattt 
gaccatggca 
tttggaaaga 
aaaccatcag 
agtgacattg 
agttgtcatt 
agttgcagac 
cagttttctc 
ctttatgggc 
ctatttattt 
tagtggattt 
ttgaatattt 
gtacctcatt 
aaattgtgaa 
catctctgag 
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gaagagacaa 
gccaaaagat 
gacctgcaga 
gagaaccctg 
acgactttaa 
ttagaagacc 
tacaaaggtg 
gagtatttgc 
aaagttataa 
gaagatgctc 
tctgtgctta 
ggtgactgct 
cagggcccct 
tgcctttaaa 
ttgggaagga 
ttacataata 
ttagggtgat 
tttctgataa 
gctaaagacc 
gtttacttag 
tagccaatac 
aaacagataa 



atcagttact 
atgaagaaat 
ctcaacttga 
gcaatgataa 
tcagtgattc 
gtttgaagaa 
gcaatttgta 
gaaaagtgct 
ccaccgtact 
ggctgatgtt 
gttaacatgt 
gcttggaaaa 
catgtagcca 
atagatttta 
gttttatgtt 
ttcctttcat 
tttttaaaaa 
attagagcat 
agttctttaa 
cttttgtact 
ataactgtat 
ataaagttta 



taaaaaaatt 
ccttgatgct 
ggagctgcag 
tgtaacaatt 
gaaattgaaa 
atatgaaaag 
ccatacggat 
ttttgagtat 
gaagttccct 
tacttcacct 
gtcatggctc 
ctgtccacac 
aaagaccaag 
tcagtggaga 
gtttaaaaga 
ccattctttt 
gacttgtgca 
ttaattgact 
gctaagacat 
tatatttttc 
tgtatgcaaa 
tttactataa 



6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7695 



<210> 6 
<211> 2250 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Phe Lys Lys Leu Lys Gin Lys lie Ser Glu Glu Gin Gin Gin Leu 
1 ' 5 10 15 

Gin Gin Ala Leu Ala Pro Ala Gin Ala Ser Ser Asn Ser Ser Thr Pro 
20 25 30 

Thr Arg Met Arg Ser Arg Thr Ser Ser Phe Thr Glu Gin Leu Asp Glu 
35 40 45 

Gly Thr Pro Asn Arg Glu Asn Ala Ser Thr His Ala Ser Lys Ser Pro 
50 55 60 

Asp Ser Val Asn Gly Ser Glu Pro Ser lie Pro Gin Ser Gly Asp Thr 
65 10 75 80 

Gin Ser Phe Ala Gin Lys Leu Gin Leu Arg Val Pro Ser Val Glu Ser 
85 90 95 

Leu Phe Arg Ser Pro lie Lys Glu Ser Leu Phe Arg Ser Ser Ser Lys 
100 . 105 110 

Glu Ser Leu Val Arg Thr Ser Ser Arg Glu Ser Leu Asn Arg Leu Asp 
115 120 125 

Leu Asp Ser Ser Thr Ala Ser Phe Asp Pro Pro Ser Asp Met Asp Ser 

130 135. . . 140 

Glu Ala Glu Asp Leu Val Gly Asn Ser Asp Ser Leu Asn Lys Glu. Gin 
145 1 150 155 160 

Leu lie Gin Arg Leu Arg Arg Met Glu Arg Ser Leu Ser Ser Tyr Arg 
165 170 175 



Gly Lys Tyr Ser Glu Leu Val Thr Ala Tyr Gin Met Leu Gin Arg Glu 
180 185 190 
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Lys Lys Lys Leu Gin Gly lie Leu Ser Gin Ser Gin Asp Lys Ser Leu 
195 "* 200 205 

Arg Arg lie Ala Glu Leu Arg GluGlu Leu Gin Met Asp Gin Gin Ala 
210 215 220 

Lys Lys His Leu Gin Glu Glu Phe Asp Ala Ser Leu Glu Glu Lys Asp 
225 2^.0 235 240 

Gin Tyr lie Ser Val Leu Gin Thr Gin Val Ser Leu Leu Lys Gin Arg 
245 250 255 

Leu Arg Asn Gly Pro Met Asn Val Asp Val Leu Lys Pro Leu Pro Gin 
260 265 270 

Leu Glu Pro Gin Ala Glu Val Phe Thr Lys Glu Glu Asn Pro Glu Ser 
275 280 285 

Asp Gly Glu Pro Val Val Glu Asp Gly Thr Ser Val Lys Thr Leu Glu 
290 295 300 

Thr Leu Gin Gin Arg Val Lys Arg Gin Glu Asn Leu Leu Lys Arg Cys 
305 310 315 320 

Lys Glu Thr lie Gin Ser His Lys Glu Gin Cys Thr Leu Leu Thr Ser 
325 330 335 

Glu Lys Glu Ala Leu Gin Glu Gin Leu Asp Glu Arg Leu Gin Glu Leu 
340 345 350 

Glu Lys lie Lys Asp Leu His Met Ala Glu Lys Thr Lys Leu lie Thr 
355 " 360 365 

Gin Leu Arg Asp Ala Lys Asn Leu lie Glu Gin Leu Glu Gin Asp Lys 
370 "* 375 380 

Gly Met Val lie Ala Glu Thr Lys Arg Gin Met His Glu Thr Leu Glu 
385 390 395 400 

Met Lys Glu Glu Glu lie Ala Gin Leu Arg Ser Arg lie Lys Gin Met 
4 05 410 415 

Thr Thr Gin Gly Glu Glu Leu Arg Glu Gin Lys Glu Lys Ser Glu Arg 
420 425 430 

Ala Ala Phe Glu Glu Leu Glu Lys Ala Leu Ser Thr Ala Gin Lys Thr 
435 440 445 

Glu Glu Ala Arg Arg Lys Leu Lys Ala Glu Met Asp Glu Gin lie Lys 
450 " " 455 460 

Thr lie Glu Lys Thr Ser Glu Glu Glu Arg lie Ser Leu Gin Gin Glu 
465 ^ 470 475 480 

Leu Ser Arg Val Lys Gin Glu Val Val Asp Val Met Lys Lys Ser Ser 
485 490 . 495 

Glu Glu Gin lie Ala Lys Leu Gin Lys Leu His Glu Lys Glu Leu Ala 
500 505 510 

Arg Lys Glu Gin Glu Leu Thr Lys Lys Leu Gin Thr Arg Glu Arg Glu 
515 520 525 

Phe Gin Glu Gin Met Lys Val Ala Leu Glu Lys Ser Gin Ser Glu Tyr 
530 535 540 

Leu Lys lie Ser Gin. Glu Lys Glu Gin Gin Glu Ser Leu Ala Leu Glu 
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545 550 555 560 

Glu Leu Glu Leu Gin Lys Lys Ala lie Leu Thr Glu Ser Glu Asn Lys 
565 " 570 575 

Leu Arg Asp Leu Gin Gin Glu Ala Glu Thr Tyr Arg Thr Arg lie Leu 
580 585 590 

Glu Leu Glu Ser Ser Leu Glu Lys Ser Leu Gin Glu Asn Lys Asn Gin 
595 600 605 

Ser Lys Asp Leu Ala Val His Leu Glu Ala Glu Lys Asn Lys His Asn 
610 615 620 

Lys Glu lie Thr Val Met Val Glu Lys His Lys Thr Glu Leu Glu Ser 
625 630 635 640 

Leu Lys His Gin Gin Asp Ala Leu Trp Thr Glu Lys Leu Gin Val Leu 
645 650 655 

Lys Gin Gin Tyr Gin Thr Glu Met Glu Lys Leu Arg Glu Lys Cys Glu 
660 665 67 0 

Gin Glu Lys Glu Thr Leu Leu Lys Asp Lys Glu lie lie Phe Gin Ala 
675 680 685 

His lie Glu Glu Met Asn Glu Lys Thr Leu Glu Lys Leu Asp Val Lys 
690 695 700 

Gin Thr Glu Leu Glu Ser Leu Ser Ser Glu Leu Ser Glu Val Leu Lys 
705 710 715 720 

Ala Arg His Lys Leu Glu Glu Glu Leu Ser Val Leu Lys Asp Gin Thr 
725 730 735 

Asp Lys Met Lys Gin Glu Leu Glu Ala Lys Met Asp Glu Gin Lys Asn 
740 745 750 

His His Gin Gin Gin Val Asp Ser lie lie Lys Glu His Glu Val Ser 
755 760 765 

lie Gin Arg Thr Glu Lys Ala Leu Lys Asp Gin lie Asn Gin Leu Glu 
. 770 ~ 775 780 

Leu Leu Leu Lys Glu Arg Asp Lys His Leu Lys Glu His Gin Ala His 
785 " 790 795 800 

Val Glu Asn Leu Glu Ala Asp lie Lys Arg Ser Glu Gly Glu Leu Gin 
805 810 815 

Gin Ala Ser Ala Lys Leu Asp Val Phe Gin Ser Tyr Gin Ser Ala Thr 
820 825 830 

His Glu Gin Thr Lys Ala Tyr Glu Glu Gin Leu Ala Gin Leu Gin Gin 
835 ~ 840 845 

Lys Leu Leu Asp Leu Glu Thr Glu Arg lie Leu Leu Thr Lys Gin Val 
850 855 860 

Ala Glu Val Glu Ala Gin Lys Lys Asp Val Cys Thr Glu Leu Asp Ala 
865 870 875 880 

His Lys lie Gin Val Gin Asp Leu Met Gin Gin Leu Glu Lys Gin Asn 
885 890 895 

Ser Glu Met Glu Gin Lys Val Lys Ser Leu Thr Gin Val Tyr Glu Ser 
900 905 910 



• » 
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Lys Leu Glu Asp Gly Asn Lys Glu Gin Glu Gin Thr Lys Gin lie Leu 
915 " 920 925 

Val Glu Lys Glu Asn Met lie Leu Gin Met Arg Glu Gly Gin Lys Lys 
930 935 940 

Glu lie Glu lie Leu Thr Gin Lys Leu Ser Ala Lys Glu Asp Ser lie 
945 950 955 960 

His lie Leu Asn Glu Glu Tyr Glu Thr Lys Phe Lys Asn Gin Glu Lys 
965 970 975 

Lys Met Glu Lys Val Lys Gin Lys Ala Lys Glu Met Gin Glu Thr Leu 
980 985 990 

Lys Lys Lys Leu Leu Asp Gin Glu Ala Lys Leu Lys Lys Glu Leu Glu 
995 * 1000 1005 

Asn Thr Ala Leu Glu Leu Ser Gin Lys Glu Lys Gin Phe Asn Ala Lys 
1010 1015 1020 

Met Leu Glu Met Ala Gin Ala Asn Ser Ala Gly lie Ser Asp Ala Val 
1025 1030 1035 1040 

Ser Arg Leu Glu Thr Asn Gin Lys Glu Gin lie Glu Ser Leu Thr Glu 
1045 1050 1055 

Val His Arg Arg Glu Leu Asn Asp Val lie Ser lie Trp Glu Lys Lys 
1060 1065 1070 

Leu Asn Gin Gin Ala Glu Glu Leu Gin Glu lie His Glu lie Gin Leu 
1075 1080 1085 

Gin Glu Lys Glu Gin Glu Val Ala Glu Leu Lys Gin Lys lie Leu Leu 
1090 1095 1100 

Phe Gly Cys Glu Lys Glu Glu Met Asn Lys Glu lie Thr Trp Leu Lys 
1105 1110 1115 1120 

Glu Glu Gly Val Lys Gin Asp Thr Thr Leu Asn Glu Leu Gin Glu Gin 
1125 1130 1135 

Leu Lys Gin Lys Ser Ala His Val Asn Ser Leu Ala Gin Asp Glu Thr 
1140 1145 1150 

Lys Leu Lys Ala His Leu Glu Lys Leu Glu Val Asp Leu Asn Lys Ser 
1155 1160 1165 

Leu Lys Glu Asn Thr Phe Leu Gin Glu Gin Leu Val Glu Leu Lys Met 
1170 1175 1180 

Leu Ala Glu Glu Asp Lys Arg Lys Val Ser Glu Leu Thr Ser Lys Leu 
1185 1190 1195 1200 

Lys Thr Thr Asp Glu Glu Phe Gin Ser Leu Lys Ser Ser His Glu Lys 
1205 1210 1215 

Ser Asn Lys Ser Leu Glu Asp Lys Ser Leu Glu Phe Lys Lys Leu Ser 
1220 1225 1230 

Glu Glu Leu Ala lie Gin Leu Asp lie Cys Cys Lys Lys Thr Glu Ala 
1235 1240 1245 

Leu Leu Glu Ala Lys Thr Asn Glu Leu lie Asn lie Ser Ser Ser Lys 
1250 1255 1260 
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Thr Asn Ala lie Leu Ser Arg lie Ser His Cys Gin His Arg Thr Thr 
1265 1270 1275 1280 

Lys Val Lys Glu Ala Leu Leu lie Lys Thr Cys Thr Val Ser Glu Leu 
1285 1290 1295 

Glu Ala Gin Leu Arg Gin Leu Thr Glu Glu Gin Asn Thr Leu Asn lie 
1300 1305 1310 

Ser Phe Gin Gin Ala Thr His Gin Leu Glu Glu Lys Glu Asn Gin lie 
1315 1320 1325 

Lys Ser Met Lys Ala Asp lie Glu Ser Leu Val Thr Glu Lys Glu Ala 
1330 1335 1340 

Leu Gin Lys Glu Gly Gly Asn Gin Gin Gin Ala Ala Ser Glu Lys Glu 
1345 1350 1355 1360 

Ser Cys lie Thr Gin Leu Lys Lys Glu Leu Ser Glu Asn lie Asn Ala 
1365 ' " 1370 1375 

Val Thr Leu Met Lys Glu Glu Leu Lys Glu Lys Lys Val Glu lie Ser 
1380 1385 1390 

Ser Leu Ser Lys Gin Leu Thr Asp Leu Asn Val Gin Leu Gin Asn Ser 
1395 " 1400 1405 

lie Ser Leu Ser Glu Lys Glu Ala Ala lie Ser Ser Leu Arg Lys Gin 
1410 ~ 1415 1420 

Tyr Asp Glu Glu Lys Cys Glu Leu Leu Asp Gin Val Gin Asp Leu Ser 
1425 " 1430 1435 1440 

Phe Lys Val Asp Thr Leu Ser Lys Glu Lys lie Ser Ala Leu Glu Gin 
1445 1450 1455 

Val Asp Asp Trp Ser Asn Lys Phe Ser Glu Trp Lys Lys Lys Ala Gin 
1460 1465 1470 

Ser Arg Phe Thr Gin His Gin Asn Thr Val Lys Glu Leu Gin lie Gin 
1475 1480 1485 

Leu Glu Leu Lys Ser Lys Glu Ala Tyr Glu Lys Asp Glu Gin lie Asn 
1490 ~ 1495 1500 

Leu Leu Lys Glu Glu Leu Asp Gin Gin Asn Lys Arg Phe Asp Cys Leu 
1505 1510 1515 1520 

Lys Gly Glu Met Glu Asp Asp Lys Ser Lys Met Glu Lys Lys Glu Ser 
1525 * 1530 . 1535 

Asn Leu Glu Thr Glu Leu Lys Ser Gin Thr Ala Arg lie Met Glu Leu 
1540 1545 1550 

Glu Asp His lie Thr Gin Lys Thr lie Glu lie Glu Ser Leu Asn Glu 
1555 1560 1565 

Val Leu Lys Asn Tyr Asn Gin Gin Lys Asp lie Glu His Lys Glu Leu 
1570 1575 1580 

Val Gin Lys Leu Gin His Phe Gin Glu Leu Gly Glu Glu Lys Asp Asn 
1585 1590 1595 1600 

Arg Val Lys Glu Ala Glu Glu Lys lie Leu Thr Leu Glu Asn Gin Val 
1605 1610 1615 

Tyr Ser Met Lys Ala Glu Leu Glu Thr Lys Lys Lys Glu Leu Glu His 
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1620 1625 1630 

Val Asn Leu Ser Val Lys Ser Lys Glu Glu Glu Leu Lys Ala Leu Glu 
1635 1640 1645 

Asp Arg Leu Glu Ser Glu Ser Ala Ala Lys Leu Ala Glu Leu Lys Arg 
1650 1655 1660 

Lys Ala Glu Gin Lys lie Ala Ala lie Lys Lys Gin Leu Leu Ser Gin 
1665 1670 1675 1680 

Met Glu Glu Lys Glu Glu Gin Tyr Lys Lys Gly Thr Glu Ser His Leu 
1685 1690 1695 

Ser Glu Leu Asn Thr Lys Leu Gin Glu Arg Glu Arg Glu Val His lie 
1700 " 1705 1710 

Leu Glu Glu Lys Leu Lys Ser Val Glu Ser Ser Gin Ser Glu Thr Leu 
1715 " 1720 1725 

lie Val Pro Arg Ser Ala Lys Asn Val Ala Ala Tyr Thr Glu Gin Glu 
1730 ~ 1735 1740 

Glu Ala Asp Ser Gin Gly Cys Val Gin Lys Thr Tyr Glu Glu Lys lie 
1745 1750 1755 1760 

Ser Val Leu Gin Arg Asn Leu Thr Glu Lys Glu Lys Leu Leu Gin Arg 
1765 1770 1775 

Val Gly Gin Glu Lys Glu Glu Thr Val Ser Ser His Phe Glu Met Arg 
1780 1785 1790 

Cys Gin Tyr Gin Glu Arg Leu lie Lys Leu Glu His Ala Glu Ala Lys 
1795 1800 1805 

Gin His Glu Asp Gin Ser Met lie Gly His Leu Gin Glu Glu Leu Glu 
1810 * 1815 1820 

Glu Lys Asn Lys Lys Tyr Ser Leu He Val Ala Gin His Val Glu Lys 
1825 ~ ~ 1830 1835 1840 

Glu Gly Gly Lys Asn Asn He Gin Ala Lys Gin Asn Leu Glu Asn Val 
. 1845 1850 1855 

Phe Asp Asp Val Gin Lys Thr Leu Gin Glu Lys Glu Leu Thr Cys Gin 
1860 1865 1870 

He Leu Glu Gin Lys He Lys Glu Leu Asp Ser Cys Leu Val Arg Gin 
1875- 1880 1885 

Lys Glu Val His Arg Val Glu Met Glu Glu Leu Thr Ser Lys Tyr Glu 
1890 1895 1900 

Lys Leu Gin Ala Leu Gin Gin Met Asp Gly Arg Asn Lys Pro Thr Glu 
1905 1910 1915 1920 

Leu Leu Glu Glu Asn Thr Glu Glu Lys Ser Lys Ser His Leu Val Gin 
1925 1930 1935 

Pro Lys Leu Leu Ser Asn Met Glu Ala Gin His Asn Asp Leu Glu Phe 
1940 1945 1950 

Lys Leu Ala Gly Ala Glu Arg Glu Lys Gin Lys Leu Gly Lys Glu He 
1955 1960 1965 

Val Arg Leu Gin Lys Asp Leu Arg Met Leu Arg Lys Glu His Gin Gin 
1970 1975 1980 



m 



24 



Glu Leu Glu lie Leu Lys Lys Glu Tyr Asp Gin Glu Arg Glu Glu Lys 
1985 1990 1995 2000 

lie Lys Gin Glu Gin Glu Asp Leu Glu Leu Lys His Asn Ser Thr Leu 
2005 2010 2015 

Lys Gin Leu Met Arg Glu Phe Asn Thr Gin Leu Ala Gin Lys Glu Gin 
2020 " 2025 2030 

Glu Leu Glu Met Thr lie Lys Glu Thr lie Asn Lys Ala Gin Glu Val 
2035 2040 2045 

Glu Ala Glu Leu Leu Glu Ser His Gin Glu Glu Thr Asn Gin Leu Leu 
2050 2055 2060 

Lys Lys lie Ala Glu Lys Asp Asp Asp Leu Lys Arg Thr Ala Lys Arg 
2065 2070 2075 2080 

Tyr Glu Glu lie Leu Asp Ala Arg Glu Glu Glu Met Thr Ala Lys Val 

2085 ' 2090 2095 . . 

Arg Asp Leu Gin Thr Gin Leu Glu Glu Leu Gin Lys Lys Tyr Gin Gin 
2100 2105 2110 

Lys Leu Glu Gin Glu Glu Asn Pro Gly Asn Asp Asn Val Thr lie Met 
2115 2120 2125 

Glu Leu Gin Thr Gin Leu Ala Gin Lys Thr Thr Leu lie Ser Asp Ser 
2130 2135 2140 

Lys Leu Lys Glu Gin Glu Phe Arg Glu Gin lie His Asn Leu Glu Asp 
2145 ~ 2150 2155 2160 

Arg Leu Lys Lys Tyr Glu Lys Asn Val Tyr Ala Thr Thr Val Gly Thr 
2165 ~ 2170 2175 

Pro Tyr Lys Gly Gly Asn Leu Tyr His Thr Asp Val Ser Leu Phe Gly 
2180 " 2185 2190 

Glu Pro Thr Glu Phe Glu Tyr Leu Arg Lys Val Leu Phe Glu Tyr Met 
2195 2200 2205 

Met Gly Arg Glu Thr Lys Thr Met Ala Lys Val lie Thr Thr Val Leu 
2210 " 2215 2220 

Lys Phe Pro Asp Asp Gin Thr Gin Lys lie Leu Glu Arg Glu Asp Ala 
2225 " 2230 2235 2240 

Arg Leu Met Ser Trp Leu Arg Ser Ser Ser 
2245 2250 

<210> 7 
<211> 7743 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cDNA of the 
human golgin-245 splice variant 3 

<400> 7 

gcaacgaagg taccatggcc gttgtcgtcg ccgccgcggc tcccggggct ggatgggggg 60 
ccgaggccag ccagtggcac ccggaagaaa gagacgcggc ggcggcgacg ccgacaccct 120 
caggacgagt gtccggactt gcccacagcc tcaaggagga gacggcgagg cccggccccc 180 
gctgtccctg gtgtaaagaa gtcgccgtag ccgtcgcggc cgggactccc cgggctctcg 240 



cccttcaggt 
aagcaaaaga 
tcctccaatt 
cttgatgaag 
agtgttaatg 
aagctccagc 
ctattccggt 
cgacttgacc 
gctgaagact 
cgaagaatgg 
tatcagatgc 
aaatcacttc 
aaacatctgc 
ctccaaactc 
gtactgaaac 
ccagaaagtg 
ctccagcaaa 
tcacataagg 
gatgaaagac 
cttatcactc 
atggtaatcg 
attgctcaac 
cagaaagaaa 
caaaaaacag 
atcgaaaaaa 
caggaggttg 
cttcatgaaa 
gaaagggaat 
aagatcagcc 
aaaaaagcaa 
acttacagaa 
aaaaatcagt 
gagattacag 
gatgcccttt 
aaacttaggg 
ttccaggccc 
acagaactag 
gaagaggaac 
aagatggatg 
gaggtatcta 
ctcttgaagg 
gcagatatta 
cagtcttacc 
ttgcagcaga 
gaagttgaag 
caggacttaa 
ttaacccaag 
caaatcttgg 
attgagatac 
gaatatgaaa 
aaggagatgc 
gagcttgaaa 
ctggaaatgg 
aaccaaaaag 
atatcaatct 
atccaattac 
gggtgtgaaa 
caggatacaa 
tctcttgcac 
aataagtctc 
gcagaagaag 
gaattccaga 
ttggaattta 
accgaagcct 
aatgccattc 
ctgttaatta 
gagcaaaata 



ttcgttgaca 

tcagcgagga 

cttcaacacc 

gtacacccaa 

gaagtgaacc 

tccgggtgcc 

cttcttctaa 

tggacagttc 

tggtagggaa 

aacgaagctt 

ttcagagaga 

ggagaatagc 

aagaggagtt 

aggtttctct 

cacttcctca 

atggagagcc 

gagtgaagcg 

aacaatgtac 

ttcaagaact 

agttgcgtga 

cagagacaaa 

tccgtagtcg 

agtccgaaag 

aggaagcacg 

caagtgagga 

ttgatgtaat 

aggagctggc 

ttcaggaaca 

aagaaaaaga 

tcctcacaga 

ctagaattct 

caaaagattt 

tcatggttga 

ggactgaaaa 

aaaagtgtga 

acatagaaga 

aatcattatc 

tttctgttct 

aacagaaaaa 

tccagaggac 

aaagggacaa 

aaaggtctga 

agagtgccac 

agttgttgga 

cacaaaagaa 

tgcagcaact 

tctatgagtc 

tggaaaagga 

tcacacagaa 

ccaaatttaa 

aagaaacgtt 

atactgctct 

cacaggctaa 

aacaaataga 

gggaaaagaa 

aggaaaaaga 

aagaagagat 

cattaaatga 

aagatgaaac 

tgaaggaaaa 

ataagcggaa 

gtttgaaatc 

aaaaactgtc 

tattagaagc. 

tttctaggat 

aaacttgcac 

cactaaatat 



ctcaggaccg 
gcagcagcag 
aacaagaatg 
tagagagaat 
aagcattcct 
ctccgtggag 
agagtctttg 
tactgccagt 
ttcagacagt 
aagtagctac 
gaagaaaaag 
agaattaaga 
tgatgcatct 
actgaaacaa 
gctggaacca 
agtagtggaa 
tcaagagaac 
actattaact 
agaaaagata 
tgcaaagaac 
acgtcagatg 
catcaaacag 
agctgctttt 
gagaaaactg 
ggaacgcatc 
gaaaaaatcc 
cagaaaagag 
aatgaaagta 
acagcaagaa 
aagtgaaaat 
tgaattggaa 
ggctgttcat 
aaaacacaag 
actccaagtc 
acaagaaaaa 
aatgaatgaa 
ttctgaactg 
gaaagatcaa 
tcatcaccag 
tgagaaggca 
gcatttgaaa 
aggggaactc 
acatgagcag 
tttggaaaca 
agatgtttgt 
tgaaaaacaa 
caaacttgaa 
aaatatgatt 
attgtcagcc 
aaaccaagaa 
aaagaaaaaa 
agagcttagt 
ctcagctgga 
aagtcttact 
acttaatcag 
acaagaggta 
gaacaaggaa 
attacaggaa 
taaactgaaa 
tacttttctt 
ggtttctgag 
ttcacatgaa 
tgaggaacta 
taaaacaaat 
ttctcattgt 
agtttctgaa 
ttcttttcaa 
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tacgtacgct 
ctccagcagg 
aggagcagga 
gcatctactc 
cagtcaggtg 
tctttgtttc 
gtacgaacat 
tttgatccac 
ctcaacaaag 
aggggaaaat 
ctacaaggta 
gaggagctcc 
ttagaggaga 
cgattacgaa 
caggctgaag 
gatggaactt 
ctacttaagc 
agtgaaaaag 
aaggaccttc 
ttaattgaac 
catgaaaccc 
atgactaccc 
gaggaacttg 
aaggcagaaa 
agtcttcaac 
tcagaagaac 
caggaactga 
gctcttgaaa 
tctttggccc 
aaacttcggg 
agttctttgg 
ctggaagctg 
acagaattgg 
ttaaagcaac 
gaaacattgt 
aagactttag 
tcagaagtat 
acagataaaa 
cagcaagttg 
ttaaaagatc 
gagcatcagg 
cagcaggcat 
acaaaagcat 
gaaagaattc 
actgagttag 
aatagtgaaa 
gatggtaaca 
ttacaaatga 
aaggaggaca 
aaaaagatgg 
ttactggatc 
cagaaagaaa 
atcagtgatg 
gaggttcatc 
caagctgaag 
gcagaactga 
ataacatggc 
cagttaaagc 
gctcatcttg 
caagagcagc 
ttgactagca 
aaaagtaaca 
gcgattcagc 
gagctaatca 
cagcaccgta 
ttagaagcac 
caggctactc 



gcgccatgtt 
cgctggctcc 
catcttcatt 
atgcctcgaa 
acacacagtc 
gaagtccgat 
cttccagaga 
cctctgatat 
aacagttgat 
attctgagct 
tattaagtca 
aaatggacca 
aagatcagta 
atggcccgat 
tcttcactaa 
ctgtaaaaac 
gttgtaagga 
aagctctgca 
atatggccga 
agcttgaaca 
tggaaatgaa 
agggagagga 
aaaaagcttt 
tggatgaaca 
aggaattaag 
aaattgctaa 
ccaagaagct 
agagtcaatc 
tagaagagtt 
accttcagca 
aaaaaagctt 
aaaaaaataa 
aaagccttaa 
aatatcagac 
tgaaagacaa 
aaaagcttga 
taaaagcccg 
tgaagcagga 
acagtatcat 
aaattaatca 
ctcatgtaga 
ctgctaagct 
atgaggaaca 
ttcttaccaa 
atgctcacaa 
tggagcaaaa 
aagaacagga 
gagaaggaca 
gtattcatat 
aaaaagttaa 
aggaagccaa 
aacagtttaa 
cagtgtcaag 
gacgagaact 
aacttcagga 
aacaaaagat 
tgaaggaaga 
agaagtctgc 
aaaagctaga 
tagttgaact 
agttgaaaac 
aaagcctaga 
tagatatttg 
acattagtag 
caactaaagt 
aacttagaca 
atcagttaga 



caagaaactg 
tgctcaggcg 
tacagagcaa 
atctcctgac 
ttttgcacag 
aaaggaatct 
atccctgaat 
ggatagcgag 
tcagcggttg 
tgttacagct 
gagtcaggat 
gcaggcaaag 
tatcagtgtt 
gaatgttgat 
agaagagaat 
actggaaaca 
aacaattcag 
agaacaactg 
gaagactaaa 
agataaggga 
agaagaagaa 
attacgggaa 
gagtacagcc 
aataaaaact 
tcgggtgaaa 
gctacagaag 
tcagacccga 
agaatatttg 
agagttgcag 
agaagcagag 
acaagaaaac 
gcacaataag 
gcatcagcag 
tgaaatggaa 
agagattatc 
tgtgaagcaa 
tcacaaacta 
attagaggcc 
taaagaacac 
acttgagctt 
aaatttagag 
ggacgttttt 
gttggcccaa 
acaggttgct 
aatccaggtg 
agtaaaatct 
acagacaaag 
gaagaaagaa 
tttgaatgag 
gcagaaagca 
acttaagaaa 
tgccaaaatg 
actggaaaca 
caatgatgtc 
aatacatgaa 
cctcctattt 
aggtgttaag 
ccatgtgaat 
ggttgacttg 
gaagatgctg 
cacagatgaa 
ggacaagagc 
ctgtaagaaa 
tagtaaaact 
taaggaggca 
gttgacagag 
agaaaaagaa 



300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900. 

3960 

4020 

4080 

4140 

4200 

4260 



aatcaaatta 
cagaaggaag 
ttgaagaaag 
gaaaaaaaag 
caaaatagca 
gatgaagaaa 
ctgagtaaag 
gaatggaaga 
cagatccagc 
ttgaaggaag 
gacgacaaga 
acagcaagaa 
ttaaatgaag 
cagaaacttc 
gaagaaaaaa 
aagaagaaag 
gcattggaag 
gctgaacaaa 
gaacagtata 
agagaaaggg 
gaaacattaa 
gcagattccc 
aacttaactg 
tcttctcatt 
gaggcaaagc 
aaaaacaaga 
aacatacagg 
gagaaggaac 
gtaagacaga 
ttacaggctt 
actgaagaaa 
cagcacaatg 
aaggagattg 
ttggaaatac 
gaagatcttg 
cagctggcac 
caggaggtgg 
aaaattgctg 
gatgctcgtg 
ctgcagaaga 
acaattatgg 
ttgaaagagc 
gaaaagaatg 
acggatgtct 
gagtatatga 
ttccctgatg 
tcacctcgca 
tggctccgat 
ccacacttgc 
accaagaaaa 
tggagaaatg 
aaagatattt 
ctttttaaag 
gtgcaataca 
tgactatttt 
gacatgtaaa 
ttttcagagg 
gcaaatctgt 
tat 



agagcatgaa 
gaggcaatca 
agttatctga 
ttgagattag 
tcagcctatc 
aatgtgaatt 
agaaaatttc 
agaaagcaca 
ttgagttaaa 
agcttgatca 
gcaagatgga 
ttatggaatt 
ttcttaaaaa 
aacattttca 
tcttaacact 
aattagaaca 
ataggcttga 
aaattgctgc 
aaaaaggtac 
aagttcacat 
ttgtacccag 
aaggctgtgt 
aaaaagaaaa 
ttgaaatgcg 
aacatgaaga 
aatattcctt 
caaagcaaaa 
taacctgtca 
aagaagtaca 
tacaacagat 
agtccaaatc 
atctggagtt 
ttagattgca 
taaagaaaga 
aactgaagca 
aaaaggaaca 
aggctgaact 
agaaagatga 
aagaagaaat 
aataccagca 
agctacagac 
aagagttcag 
tatatgcaac 
cactctttgg 
tgggtcgtga 
atcagactca 
gtggtatctt 
cttcatcttg 
tactctttga 
atctggccca 
gtgatagttt 
tgataactta 
aacggcttac 
ttttgaggtg 
attcaggttg 
aaatcccaaa 
aaaaaacact 
gattgttggc 



ggctgatatt 
gcaacaggct 
aaacatcaat 
cagtcttagt 
cgaaaaagaa 
gctggatcag 
tgctcttgag 
gtcaagattt 
atcaaaggaa 
gcaaaataaa 
gaaaaaggag 
agaggaccat 
ttacaatcaa 
agagttagga 
tgaaaaccaa 
tgtgaattta 
gtcagaaagt 
cattaagaag 
agaaagccat 
cttggaagaa 
atcagcaaaa 
gcagaagaca 
gctattgcag 
atgccaatac 
tcaaagtatg 
gatagtagcc 
cttggaaaat 
gattttggag 
tagagttgaa 
ggatggaaga 
acatttggtc 
taaattagcc 
gaaagacctt 
atatgatcaa 
caattccaca 
agagctggaa 
tttagaaagc 
tgatctaaaa 
gactgcaaaa 
aaagctagag 
acagctagca 
agaacagatt 
aactgtgggg 
agaacctacc 
gactaagacc 
gaaaattttg 
ctgagtaaac 
aagaagagtg 
gaatgaagtt 
cagataagtt 
tttcttcagt 
acctgcttta 
ctttcctatt 
aaacttagtg 
atctgttgaa 
tggcagtacc 
actgtaaatt 
agtgtcatct 
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gaaagtcttg 
gcttctgaaa 
gctgtcacat 
aaacaactaa 
gcagccattt 
gtgcaagatt 
caggtagatg 
acacagcatc 
gcttatgaaa 
agatttgatt 
tctaatttag 
attacccaga 
caaaaggata 
gaagaaaagg 
gtttattcca 
agtgtgaaaa 
gctgcaaaat 
cagttgttat 
ttgagtgagc 
aaacttaagt 
aatgtggcag 
tatgaagaaa 
agggtagggc 
caggagcgct 
ataggtcatc 
cagcatgtgg 
gtgtttgacg 
caaaagataa 
atggaagagt 
aataaaccca 
caacccaaat 
ggggcagaac 
cgaatgttga 
gaaagggaag 
ttaaaacagc 
atgaccataa 
catcaagaag 
cgaacagcca 
gtaagggacc 
caggaggaga 
cagaagacga 
cacaatttag 
acaccttaca 
gaatttgagt 
atggcaaaag 
gaaagagaag 
catcagtctg 
acattgggtg 
gtcattcagg 
gcagactgcc 
tttctcttgg 
tgggcttaca 
tatttttagg 
gattttttct 
tatttgctaa 
tcattgttta 
gtgaatagcc 
ctgagaaaca 



taacagaaaa 
aggagtcttg 
tgatgaaaga 
ctgatttgaa 
catcactaag 
tatcttttaa 
actggtccaa 
aaaacactgt 
aggatgagca 
gtttaaaggg 
aaacagagtt 
aaactattga 
ttgaacacaa 
acaacagggt 
tgaaagctga 
gcaaagagga 
tagcagagtt 
ctcaaatgga 
taaatacaaa 
cagtggaaag 
catatactga 
aaatcagtgt 
aggaaaaaga 
taataaagct 
ttcaagagga 
aaaaagaagg 
acgtccagaa 
aagagctgga 
tgacctcaaa 
cagaactttt 
tgcttagtaa 
gggagaaaca 
gaaaggagca 
agaaaatcaa 
tgatgaggga 
aagaaactat 
agacaaatca 
aaagatatga 
tgcagactca 
accctggcaa 
ctttaatcag 
aagaccgttt 
aaggtggcaa 
atttgcgaaa 
ttataaccae 
atgctcggct 
tgcttagtta 
actgctgctt 
gcccctcatg 
tttaaaatag 
gaagagtttt 
taatattcct 
gtgatttttt 
gataaattag 
agaccagttc 
cttagctttt 
aatacataac 
gataaataaa 



agaagcctta 
tataacacag 
agagcttaaa 
tgttcagctt 
aaagcagtat 
agttgacact 
taaattctca 
taaagaattg 
gataaattta 
tgaaatggaa 
aaagtctcaa 
aatagagtcc 
agaattggtt 
taaagaagct 
acttgaaact 
ggagttaaag 
gaagagaaaa 
agagaaagaa 
attgcaggaa 
ttcacagtca 
acaagaagaa 
tttacaaaga 
agagacagtt 
agaacatgct 
gcttgaagaa 
aggtaaaaat 
aaccctccag 
ttcctgctta 
atatgaaaaa 
ggaagaaaac 
catggaagcc 
gaaactgggc 
tcagcaagaa 
acaggagcag 
gtttaataca 
caataaggcc 
gttacttaaa 
agaaatcctt 
acttgaggag 
tgataatgta 
tgattcgaaa 
gaagaaatat 
tttgtaccat 
agtgcttttt 
cgtactgaag 
gatgtttact 
acatgtgtca 
ggaaaactgt 
tagccaaaag 
attttatcag 
atgttgttta 
ttcatccatt 
aaaaagactt 
agcatttaat 
tttaagctaa 
gtacttatat 
tgtattgtat 
gtttatttac 



4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5940 
6000 
6060 
6120 
6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7743 



<210> 8 
<211> 2252 
<212> PRT 

<213> Homo sapiens 



<400> 8 
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Met Phe Lys Lys Leu Lys Gin Lys lie Ser Glu ' Glu Gin Gin Gin Leu 
1 5 10 15 

Gin Gin Ala Leu Ala Pro Ala Gin Ala Ser Ser Asn Ser Ser Thr Pro 
20 25 30 

Thr Arg Met Arg Ser Arg Thr Ser Ser Phe Thr Glu Gin Leu Asp Glu 
35 40 45 

Gly Thr Pro Asn Arg Glu Asn Ala Ser Thr His Ala Ser Lys Ser Pro 
50 55 60 

Asp Ser Val Asn Gly Ser Glu Pro Ser lie Pro Gin Ser Gly Asp Thr 
65 70 75 80 

Gin Ser Phe Ala Gin Lys Leu Gin Leu Arg Val Pro Ser Val Glu Ser 
85 90 95 

Leu Phe Arg Ser Pro lie Lys Glu Ser Leu Phe Arg Ser Ser Ser Lys 
100 "* 105 110 

Glu Ser Leu Val Arg Thr Ser Ser Arg Glu Ser Leu Asn Arg Leu Asp 
115 120 125 

Leu Asp Ser Ser Thr Ala Ser Phe Asp Pro Pro Ser Asp Met Asp Ser 
130 135 140 

Glu Ala Glu Asp Leu Val Gly Asn Ser Asp Ser Leu Asn Lys Glu Gin 
145 150 155 160 

Leu lie Gin Arg Leu Arg Arg Met Glu Arg Ser Leu Ser Ser Tyr Arg 
165 170 175 

Gly Lys Tyr Ser Glu Leu Val Thr Ala Tyr Gin Met Leu Gin Arg Glu 
180 185 190 

Lys Lys Lys Leu Gin Gly lie Leu Ser Gin Ser Gin Asp Lys Ser Leu 
195 200 205 

Arg Arg lie Ala Glu Leu Arg Glu Glu Leu Gin Met Asp Gin Gin Ala 
210 215 220 

Lys Lys His Leu Gin Glu Glu Phe Asp Ala Ser Leu Glu Glu Lys Asp 
225 230 235 240 

Gin Tyr lie Ser Val Leu Gin Thr Gin Val Ser Leu Leu Lys Gin Arg 
245 250 255 

Leu Arg Asn Gly Pro Met Asn Val Asp Val Leu Lys Pro Leu Pro Gin 
260 265 270 

Leu Glu Pro Gin Ala Glu Val Phe Thr Lys Glu Glu Asn Pro Glu Ser 
275 280 285 

Asp Gly Glu Pro Val Val Glu Asp Gly Thr Ser Val Lys Thr Leu Glu 
290 295 300 

Thr Leu Gin Gin Arg Val Lys Arg Gin Glu Asn Leu Leu Lys Arg Cys 
305 310 315 320 

Lys Glu Thr lie Gin Ser His Lys Glu Gin Cys Thr Leu Leu Thr Ser 
325 330 335 

Glu Lys Glu Ala Leu Gin Glu Gin Leu Asp Glu Arg Leu Gin Glu Leu 
340 345 350 

Glu Lys lie Lys Asp Leu His Met Ala Glu Lys Thr Lys Leu lie Thr 
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355 360 365 

Gin Leu Arg Asp Ala Lys Asn Leu lie Glu Gin Leu Glu Gin Asp Lys 
370 * 375 380 

Gly Met Val lie Ala Glu Thr. Lys Arg Gin Met His Glu Thr Leu Glu 
385 390 395 400 

Met Lys Glu Glu Glu lie Ala Gin Leu Arg Ser Arg lie Lys Gin Met 
405 410 415 

Thr Thr Gin Gly Glu Glu Leu Arg Glu Gin Lys Glu Lys Ser Glu Arg 
420 425 430 

Ala Ala Phe Glu Glu Leu Glu Lys Ala Leu Ser Thr Ala Gin Lys Thr 
435 440 445 

Glu Glu Ala Arg Arg Lys Leu Lys Ala Glu Met Asp Glu Gin lie Lys 
450 455 460 

Thr lie Glu Lys Thr Ser Glu Glu Glu Arg lie Ser Leu Gin Gin Glu 
465 470 475 480 

Leu Ser Arg Val Lys Gin Glu Val Val Asp Val Met Lys Lys Ser Ser 
485 490 495 

Glu Glu Gin lie Ala Lys Leu Gin Lys Leu His Glu Lys Glu Leu Ala 
500 505 510 

Arg Lys Glu Gin Glu Leu Thr Lys Lys Leu Gin Thr Arg Glu Arg Glu 
515 520 525 

Phe Gin Glu Gin Met Lys Val Ala Leu Glu Lys Ser Gin Ser Glu Tyr 
530 535 540 

Leu Lys lie Ser Gin Glu Lys Glu Gin Gin Glu Ser Leu Ala Leu Glu 
545 550 ~ 555 560 

Glu Leu Glu Leu Gin Lys Lys Ala lie Leu Thr Glu Ser Glu Asn Lys 
565 570 575 

Leu Arg Asp Leu Gin Gin Glu Ala Glu Thr Tyr Arg Thr Arg lie Leu 
580 585 590 

Glu Leu Glu Ser Ser Leu Glu Lys Ser Leu Gin Glu Asn Lys Asn Gin 
595 600 605 

Ser Lys Asp Leu Ala Val His Leu Glu Ala Glu Lys Asn Lys His Asn 
610 615 620 

Lys Glu lie Thr Val Met Val Glu. Lys His Lys Thr Glu Leu Glu Ser 
625 630 635 640 

Leu Lys His Gin Gin Asp Ala Leu Trp Thr Glu Lys Leu Gin Val Leu 
645 650 655 

Lys Gin Gin Tyr Gin Thr Glu Met Glu Lys Leu Arg Glu Lys Cys Glu 
660 665 670 

Gin Glu Lys Glu Thr Leu Leu Lys Asp Lys Glu lie lie Phe Gin Ala 
675 680 685 

His lie Glu Glu Met Asn Glu Lys Thr Leu Glu Lys Leu Asp Val Lys 
690 695 700 

Gin Thr Glu Leu Glu Ser Leu Ser Ser Glu Leu Ser Glu Val Leu Lys 
705 710 715 720 
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Ala Arg His Lys Leu Glu Glu Glu Leu Ser Val Leu Lys Asp Gin Thr 
725 730 735 

Asp Lys Met Lys Gin Glu Leu Glu Ala Lys Met Asp Glu Gin Lys Asn 
740 745 ~ 750 

His His Gin Gin Gin Val Asp Ser lie lie Lys Glu His Glu Val Ser 
755 760 765 

lie Gin Arg Thr Glu Lys Ala Leu Lys Asp Gin lie Asn Gin Leu Glu 
770 " 775 780 

Leu Leu Leu Lys Glu Arg Asp Lys His Leu Lys Glu His Gin Ala His 
785 790 ~ 795 800 

Val Glu Asn Leu Glu Ala Asp lie Lys Arg Ser Glu Gly Glu Leu Gin 
805 810 815 

Gin Ala Ser Ala Lys Leu Asp Val Phe Gin Ser Tyr Gin Ser Ala Thr 
820 825 830 

His Glu Gin Thr Lys Ala Tyr Glu Glu Gin Leu Ala Gin Leu Gin Gin 
835 84 0 845 

Lys Leu Leu Asp Leu Glu Thr Glu Arg lie Leu Leu Thr Lys Gin Val 
850 855 860 

Ala Glu Val Glu Ala Gin Lys Lys Asp Val Cys Thr Glu Leu Asp Ala 
865 870 875 880 

His Lys lie Gin Val Gin Asp Leu Met Gin Gin Leu Glu Lys Gin Asn 
885 890 895 

Ser Glu Met Glu Gin Lys Val Lys Ser Leu Thr Gin Val Tyr Glu Ser 
900 ~ 905 910 

Lys Leu Glu Asp Gly Asn Lys Glu Gin Glu Gin Thr Lys Gin lie Leu 
915 920 925 

Val Glu Lys Glu Asn Met lie Leu Gin Met Arg Glu Gly Gin Lys Lys 
930 935 940 

Glu lie Glu lie Leu Thr Gin Lys Leu Ser Ala Lys Glu Asp Ser. lie 
945 950 955 960 

His lie Leu Asn Glu Glu Tyr Glu Thr Lys Phe Lys Asn Gin Glu Lys 
965 970 975 

Lys Met Glu Lys Val Lys Gin Lys Ala Lys Glu Met Gin Glu Thr Leu 
980 985 990 

Lys Lys Lys Leu Leu Asp Gin Glu Ala Lys Leu Lys Lys Glu Leu Glu 
995 1000 1005 

Asn Thr Ala Leu Glu Leu Ser Gin Lys Glu Lys Gin Phe Asn Ala Lys 
1010 1015 1020 

Met Leu Glu Met Ala Gin Ala Asn Ser Ala Gly lie Ser Asp Ala Val 
1025 1030 1035 1040 

Ser Arg Leu Glu Thr Asn Gin Lys Glu Gin lie Glu Ser Leu Thr Glu 
1045 1050 1055 

Val His Arg Arg Glu Leu Asn Asp Val lie Ser lie Trp Glu Lys Lys 
1060 1065 1070 
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Leu Asn Gin Gin Ala Glu Glu Leu Gin Glu lie His Glu lie Gin Leu 
1075 1080 1085 

Gin Glu Lys Glu Gin Glu Val Ala Glu Leu Lys Gin Lys lie Leu Leu 
1090 1095 1100 

Phe Gly Cys Glu Lys Glu Glu Met Asn Lys Glu lie Thr Trp Leu Lys 
1105 1110 1115 1120 

Glu Glu Gly Val Lys Gin Asp Thr Thr Leu Asn Glu Leu Gin Glu Gin 
1125 1130 1135 

Leu Lys Gin Lys Ser Ala His Val Asn Ser Leu Ala Gin Asp Glu Thr 
1140 1145 1150 

Lys Leu Lys Ala His Leu Glu Lys Leu Glu Val Asp Leu Asn Lys Ser 
1155 1160 1165 

Leu Lys Glu Asn Thr Phe Leu Gin Glu Gin Leu Val Glu Leu Lys Met 
1170 1175 1180 

Leu Ala Glu Glu Asp Lys Arg Lys Val Ser Glu Leu Thr Ser Lys Leu 
1185 1190 * 1195 1200 

Lys Thr Thr Asp Glu Glu Phe Gin Ser Leu Lys Ser Ser His Glu Lys 
1205 1210 1215 

Ser Asn Lys Ser Leu Glu Asp Lys Ser Leu Glu Phe Lys Lys Leu Ser 
1220 1225 1230 

Glu Glu Leu Ala lie Gin Leu Asp lie Cys Cys Lys Lys Thr Glu Ala 
1235 1240 1245 

Leu Leu Glu Ala Lys Thr Asn Glu Leu lie Asn lie Ser Ser Ser Lys 
1250 " 1255 1260 

Thr Asn Ala lie Leu Ser Arg lie Ser His Cys Gin His Arg Thr Thr 
1265 1270 1275 1280 

Lys Val Lys Glu Ala Leu Leu lie Lys Thr Cys Thr Val Ser Glu Leu 
1285 1290 1295 

Glu Ala Gin Leu Arg Gin Leu Thr Glu Glu Gin Asn Thr Leu Asn lie 
1300 1305 1310 

Ser Phe Gin Gin Ala Thr His Gin Leu Glu Glu Lys Glu Asn Gin lie 
1315 1320 1325 

Lys Ser Met Lys Ala Asp lie Glu Ser Leu Val Thr Glu Lys Glu Ala 
1330 " 1335 1340 

Leu Gin Lys Glu Gly Gly Asn Gin Gin Gin Ala Ala Ser Glu Lys Glu 
1345 "* 1350 1355 1360 

Ser Cys lie Thr Gin Leu Lys Lys Glu Leu Ser Glu Asn lie Asn Ala 
1365 1370 1375 

Val Thr Leu Met Lys Glu Glu Leu Lys Glu Lys Lys Val Glu lie Ser 
1380 1385 1390 

Ser Leu Ser Lys Gin Leu Thr Asp Leu Asn Val Gin Leu Gin Asn Ser 
1395 1400 1405 

lie Ser Leu Ser Glu Lys Glu Ala Ala lie Ser Ser Leu Arg Lys Gin 
1410 " 1415 1420 

Tyr Asp Glu Glu Lys Cys Glu Leu Leu Asp Gin Val Gin Asp Leu Ser 
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1425 1430 1435 1440 

Phe Lys Val Asp Thr Leu Ser Lys Glu Lys lie Ser Ala Leu Glu Gin 
1445 1450 1455 

Val Asp Asp Trp Ser Asn Lys Phe Ser Glu Trip Lys Lys Lys Ala Gin 
1460 1465 1470 

Ser Arg Phe Thr Gin His Gin Asn Thr Val Lys Glu Leu Gin lie Gin 
1475 1480 1485 

Leu Glu Leu Lys Ser Lys Glu Ala Tyr Glu Lys Asp Glu Gin lie Asn 
1490 ^ 1495 1500 

Leu Leu Lys Glu Glu Leu Asp Gin Gin Asn Lys Arg Phe Asp Cys Leu 
1505 " 1510 1515 1520 

Lys Gly Glu Met Glu Asp Asp Lys Ser Lys Met Glu Lys Lys Glu Ser 
1525 1530 1535 

Asn Leu Glu Thr Glu Leu Lys Ser Gin Thr Ala Arg lie Met Glu Leu 
1540 1545 1550 

Glu Asp His lie Thr Gin Lys Thr lie Glu He Glu Ser Leu Asn Glu 
1555 1560 1565 

Val Leu Lys Asn Tyr Asn Gin Gin Lys Asp lie Glu His Lys Glu Leu 
1570 1575 1580 

Val Gin Lys Leu Gin His Phe Gin Glu Leu Gly Glu Glu Lys Asp Asn 
1585 1590 1595 1600 

Arg Val Lys Glu Ala Glu Glu Lys He Leu Thr Leu Glu Asn Gin Val 
1605 ~ 1610 1615 

Tyr Ser Met Lys Ala Glu Leu Glu Thr Lys Lys Lys Glu Leu Glu His 
1620 1625 1630 

Val Asn Leu Ser Val Lys Ser Lys Glu Glu Glu Leu Lys Ala Leu Glu 
1635 ~ 1640 1645 

Asp Arg Leu Glu Ser Glu Ser Ala Ala Lys Leu Ala Glu Leu Lys Arg 
1650 1655 1660 

Lys Ala Glu Gin Lys He Ala Ala He Lys Lys Gin Leu Leu Ser Gin 
1665 1670 1675 1680 

Met Glu Glu Lys Glu Glu Gin Tyr Lys Lys Gly Thr Glu Ser His Leu 
1685 1690 1695 

Ser Glu Leu Asn Thr Lys Leu Gin Glu Arg Glu Arg Glu Val His He 
1700 1705 1710 

Leu Glu Glu Lys Leu Lys Ser Val Glu Ser Ser Gin Ser Glu Thr Leu. 
1715 1720 1725 

He Val Pro Arg Ser Ala Lys Asn Val Ala Ala Tyr Thr Glu Gin Glu 
1730 1735 1740 

Glu Ala Asp Ser Gin Gly Cys Val Gin Lys Thr Tyr Glu Glu Lys He 
1745 ~ 1750 1755 1760 

Ser Val Leu Gin Arg Asn Leu Thr Glu Lys Glu Lys Leu Leu Gin Arg 
1765 1770 1775 

Val Gly Gin Glu Lys Glu Glu Thr Val Ser Ser His Phe Glu Met Arg 
1780 1785 1790 
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Cys Gin Tyr Gin Glu Arg Leu lie Lys Leu Glu His Ala Glu Ala Lys 
1795 1800 1805 

Gin His Glu Asp Gin Ser Met lie Gly His Leu Gin Glu Glu Leu Glu 
1810 1815 1820 

Glu Lys Asn Lys Lys Tyr Ser Leu lie Val Ala Gin His Val Glu Lys 
1825 ~ 1830 1835 1840 

Glu Gly Gly Lys Asn Asn lie Gin Ala Lys Gin Asn Leu Glu Asn Val 
1845 1850 1855 

Phe Asp Asp Val Gin Lys Thr Leu Gin Glu Lys Glu Leu Thr Cys Gin 
1860 1865 1870 

lie Leu Glu Gin Lys lie Lys Glu Leu Asp Ser Cys Leu Val Arg Gin 
1875 ^ 1880 1885 

Lys Glu Val His Arg Val Glu Met Glu Glu Leu Thr Ser Lys Tyr Glu 
1890 1895 1900 

Lys Leu Gin Ala Leu Gin Gin Met Asp Gly Arg Asn Lys Pro Thr Glu 
1905 1910 1915 1920 

Leu Leu Glu Glu Asn Thr Glu Glu Lys Ser Lys Ser His Leu Val Gin 
1925 1930 1935 

Pro Lys Leu Leu Ser Asn Met Glu Ala Gin His Asn Asp Leu Glu Phe 
1940 1945 1950 

Lys Leu Ala Gly Ala Glu Arg Glu Lys Gin Lys Leu Gly Lys Glu lie 
1955 " 1960 1965 

Val Arg Leu Gin Lys Asp Leu Arg Met Leu Arg Lys Glu His Gin Gin 
1970 ~ 1975 1980 

Glu Leu Glu lie Leu Lys Lys Glu Tyr Asp Gin Glu Arg Glu Glu Lys 
1985 1990 1995 2000 

lie Lys Gin Glu Gin Glu Asp Leu Glu Leu Lys His Asn Ser Thr Leu 
2005 2010 2015 

Lys Gin Leu Met Arg Glu Phe Asn Thr Gin Leu Ala Gin Lys Glu Gin 
2020 ~ 2025 2030 

Glu Leu Glu Met Thr lie Lys Glu Thr lie Asn Lys Ala Gin Glu Val 
2035 2040 2045 

Glu Ala Glu Leu Leu Glu Ser His Gin Glu Glu Thr Asn Gin Leu Leu 
2050 2055 2060 

Lys Lys lie Ala Glu Lys Asp Asp Asp Leu Lys Arg Thr Ala Lys Arg 
2065 2070 2075 2080 

Tyr Glu Glu lie Leu Asp Ala Arg Glu Glu Glu Met Thr Ala Lys Val 
2085 2090 2095 

Arg Asp Leu Gin Thr Gin Leu Glu Glu Leu Gin Lys Lys Tyr Gin Gin 
2100 2105 2110 

Lys Leu Glu Gin Glu Glu Asn Pro Gly Asn Asp Asn Val Thr lie Met 
2115 2120 2125 

Glu Leu Gin Thr Gin Leu Ala Gin Lys Thr Thr Leu lie Ser Asp Ser 
2130 2135 2140 



0 

Lys Leu Lys Glu Gin Glu Phe Arg Glu Gin lie His Asn Leu Glu Asp 
2145 2150 " 2155 2160 

Arg Leu Lys Lys Tyr Glu Lys Asn Val Tyr Ala Thr Thr Val Gly Thr 
2165 2170 2175 

Pro Tyr Lys Gly Gly Asn Leu Tyr His Thr Asp Val Ser Leu Phe Gly 
2180 2185 2190 

Glu Pro Thr Glu Phe Glu Tyr Leu Arg Lys Val Leu Phe Glu Tyr Met 
2195 2200 2205 

Met Gly Arg Glu Thr Lys Thr Met Ala Lys Val lie Thr Thr Val Leu 
2210 2215 2220 

Lys Phe Pro Asp Asp Gin Thr Gin Lys lie Leu Glu Arg Glu Asp Ala 
2225 2230 2235 2240 

Arg Leu Met Phe Thr Ser Pro Arg Ser Gly lie Phe 
2245 2250 



<210> 9 
<211> 7761 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cDNA of the 
human golgin-24 5 splice variant 4 
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gcaacgaagg 

ccgaggccag 

caggacgagt 

gctgtccctg 

cccttcaggt 

aagcaaaaga 

tcctccaatt 

cttgatgaag 

agtgttaatg 

aagctccagc 

ctattccggt 

cgacttgacc 

gctgaagact 

cgaagaatgg 

tatcagatgc 

aaatcacttc 

aaacatctgc 

ctccaaactc 

gtactgaaac 

ccagaaagtg 

ctccagcaaa 

tcacataagg 

gatgaaagac 

cttatcactc 

atggtaatcg 

attgctcaac 

cagaaagaaa 

caaaaaacag 

atcgaaaaaa 

caggaggttg 

cttcatgaaa 

gaaagggaat 

aagatcagcc 

aaaaaagcaa 

acttacagaa 



taccatggcc 
ccagtggcac 
gtccggactt 
gtgtaaagaa 
ttcgttgaca 
tcagcgagga 
cttcaacacc 
gtacacccaa 
gaagtgaacc 
tccgggtgcc 
cttcttctaa 
tggacagttc 
tggtagggaa 
aacgaagctt 
ttcagagaga 
ggagaatagc 
aagaggagtt 
aggtttctct 
cacttcctca 
atggagagcc 
gagtgaagcg 
aacaatgtac 
ttcaagaact 
agttgcgtga 
cagagacaaa 
tccgtagtcg 
agtccgaaag 
aggaagcacg 
caagtgagga 
ttgatgtaat 
aggagctggc 
ttcaggaaca 
aagaaaaaga 
tcctcacaga 
ctagaattct 



gttgtcgtcg 
ccggaagaaa 
gcccacagcc 
gtcgccgtag 
ctcaggaccg 
gcagcagcag 
aacaagaatg 
tagagagaat 
aagcattcct 
ctccgtggag 
agagtctttg 
tactgccagt 
ttcagacagt 
aagtagctac 
gaagaaaaag 
agaattaaga 
tgatgcatct 
actgaaacaa 
gctggaacca 
agtagtggaa 
tcaagagaac 
actattaact 
agaaaagata 
tgcaaagaac 
acgtcagatg 
catcaaacag 
agctgctttt 
gagaaaactg 
ggaacgcatc 
gaaaaaatcc 
cagaaaagag 
aatgaaagta 
acagcaagaa 
aagtgaaaat 
tgaattggaa 



ccgccgcggc 
gagacgcggc 
tcaaggagga 
ccgtcgcggc 
tacgtacgct 
ctccagcagg 
aggagcagga 
gcatctactc 
cagtcaggtg 
tctttgtttc 
gtacgaacat 
tttgatccac 
ctcaacaaag 
aggggaaaat 
ctacaaggta 
gaggagctcc 
ttagaggaga 
cgattacgaa 
caggctgaag 
gatggaactt 
ctacttaagc 
agtgaaaaag 
aaggaccttc 
ttaattgaac 
catgaaaccc 
atgactaccc 
gaggaacttg 
aaggcagaaa 
agtcttcaac 
tcagaagaac 
caggaactga 
gctcttgaaa 
tctttggccc 
aaacttcggg 
agttctttgg 



tcccggggct 
ggcggcgacg 
gacggcgagg 
cgggactccc 
gcgccatgtt 
cgctggctcc 
catcttcatt 
atgcctcgaa 
acacacagtc 
gaagtccgat 
cttccagaga 
cctctgatat 
aacagttgat 
attctgagct 
tattaagtca 
aaatggacca 
aagatcagta 
atggcccgat 
tcttcactaa 
ctgtaaaaac 
gttgtaagga 
aagctctgca 
atatggccga 
agcttgaaca 
tggaaatgaa 
agggagagga 
aaaaagcttt 
tggatgaaca 
aggaattaag 
aaattgctaa 
ccaagaagct 
agagtcaatc 
tagaagagtt 
accttcagca 
aaaaaagctt 



ggatgggggg 
ccgacaccct 
cccggccccc 
cgggctctcg 
caagaaactg 
tgctcaggcg 
tacagagcaa 
atctcctgac 
ttttgcacag 
aaaggaatct 
atccctgaat 
ggatagcgag 
tcagcggttg 
tgttacagct 
gagtcaggat 
gcaggcaaag 
tatcagtgtt 
gaatgttgat 
agaagagaat 
actggaaaca 
aacaattcag 
agaacaactg 
gaagactaaa 
agataaggga 
agaagaagaa 
attacgggaa 
gagtacagcc 
aataaaaact 
tcgggtgaaa 
gctacagaag 
tcagacccga 
agaatatttg 
agagttgcag 
agaagcagag 
acaagaaaac 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 



aaaaatcagt 
gagattacag 
gatgcccttt 
aaacttaggg 
ttccaggccc 
acagaactag 
gaagaggaac 
aagatggatg 
gaggtatcta 
ctcttgaagg 
gcagatatta 
cagtcttacc 
ttgcagcaga 
gaagttgaag 
caggacttaa 
ttaacccaag 
caaatcttgg 
attgagatac 
gaatatgaaa 
aaggagatgc 
gagcttgaaa 
ctggaaatgg 
aaccaaaaag 
atatcaatct 
atccaattac 
gggtgtgaaa 
caggatacaa 
tctcttgcac 
aataagtctc 
gcagaagaag 
gaattccaga 
ttggaattta 
accgaagcct 
aatgccattc 
ctgttaatta 
gagcaaaata 
aatcaaatta 
cagaaggaag 
ttgaagaaag 
gaaaaaaaag 
caaaatagca 
gatgaagaaa 
ctgagtaaag 
gaatggaaga 
cagatccagc 
ttgaaggaag 
gacgacaaga 
acagcaagaa 
ttaaatgaag 
cagaaacttc 
gaagaaaaaa 
aagaagaaag 
gcattggaag 
gctgaacaaa 
gaacagtata 
agagaaaggg 
gaaacattaa 
gcagattccc 
aacttaactg 
tcttctcatt 
gaggcaaagc 
aaaaacaaga 
aacatacagg 
gagaaggaac 
gtaagacaga 
ttacaggctt 
actgaagaaa 



caaaagattt 
tcatggttga 
ggactgaaaa 
aaaagtgtga 
acatagaaga 
aatcattatc 
tttctgttct 
aacagaaaaa 
tccagaggac 
aaagggacaa 
aaaggtctga 
agagtgccac 
agttgttgga 
cacaaaagaa 
tgcagcaact 
tctatgagtc 
tggaaaagga 
tcacacagaa 
ccaaatttaa 
aagaaacgtt 
atactgctct 
cacaggctaa 
aacaaataga 
gggaaaagaa 
aggaaaaaga 
aagaagagat 
cattaaatga 
aagatgaaac 
tgaaggaaaa 
ataagcggaa 
gtttgaaatc 
aaaaactgtc 
tattagaagc 
tttctaggat 
aaacttgcac 
cactaaatat 
agagcatgaa 
gaggcaatca 
agttatctga 
ttgagattag 
tcagcctatc 
aatgtgaatt 
agaaaatttc 
agaaagcaca 
ttgagttaaa 
agcttgatca 
gcaagatgga 
ttatggaatt 
ttcttaaaaa 
aacattttca 
tcttaacact 
aattagaaca 
ataggcttga 
aaattgctgc 
aaaaaggtac 
aagttcacat 
ttgtacccag 
aaggctgtgt 
aaaaagaaaa 
ttgaaatgcg 
aacatgaaga 
aatattcctt 
caaagcaaaa 
taacctgtca 
aagaagtaca 
tacaaeagat 
agtccaaatc 



ggctgttcat 
aaaacacaag 
actccaagtc 
acaagaaaaa 
aatgaatgaa 
ttctgaactg 
gaaagatcaa 
tcatcaccag 
tgagaaggca 
gcatttgaaa 
aggggaactc 
acatgagcag 
tttggaaaca 
agatgtttgt 
tgaaaaacaa 
caaacttgaa 
aaatatgatt 
attgtcagcc 
aaaccaagaa 
aaagaaaaaa 
agagcttagt 
ctcagctgga 
aagtcttact 
acttaatcag 
acaagaggta 
gaacaaggaa 
attacaggaa 
taaactgaaa 
tacttttctt 
ggtttctgag 
ttcacatgaa 
tgaggaacta 
taaaacaaat 
ttctcattgt 
agtttctgaa 
ttcttttcaa 
ggctgatatt 
gcaacaggct 
aaacatcaat 
cagtcttagt 
cgaaaaagaa 
gctggatcag 
tgctcttgag 
gtcaagattt 
atcaaaggaa 
gcaaaataaa 
gaaaaaggag 
agaggaccat 
ttacaatcaa 
agagttagga 
tgaaaaccaa 
tgtgaattta 
gtcagaaagt 
cattaagaag 
agaaagccat 
cttggaagaa 
atcagcaaaa 
gcagaagaca 
gctattgcag 
atgccaatac 
tcaaagtatg 
gatagtagcc 
cttggaaaat 
gattttggag 
tagagttgaa 
ggatggaaga 
acatttggtc 
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ctggaagctg 
acagaattgg 
ttaaagcaac 
gaaacattgt 
aagactttag 
tcagaagtat 
acagataaaa 
cagcaagttg 
ttaaaagatc 
gagcatcagg 
cagcaggcat 
acaaaagcat 
gaaagaattc 
actgagttag 
aatagtgaaa 
gatggtaaca 
ttacaaatga 
aaggaggaca 
aaaaagatgg 
ttactggatc 
cagaaagaaa 
atcagtgatg 
gaggttcatc 
caagctgaag 
gcagaactga 
ataacatggc 
cagttaaagc 
gctcatcttg 
caagagcagc 
ttgactagca 
aaaagtaaca 
gcgattcagc 
gagctaatca 
cagcaccgta 
ttagaagcac 
caggctactc 
gaaagtcttg 
gcttctgaaa 
gctgtcacat 
aaacaactaa 
gcagccattt 
gtgcaagatt 
caggtagatg 
acacagcatc 
gcttatgaaa 
agatttgatt 
tctaatttag 
attacccaga 
caaaaggata 
gaagaaaagg 
gtttattcca 
agtgtgaaaa 
gctgcaaaat 
cagttgttat 
ttgagtgagc 
aaacttaagt 
aatgtggcag 
tatgaagaaa 
agggtagggc 
caggagcgct 
ataggtcatc 
cagcatgtgg 
gtgtttgacg 
caaaagataa 
atggaagagt 
aataaaccca 
caacccaaat 



aaaaaaataa 
aaagccttaa 
aatatcagac 
tgaaagacaa 
aaaagcttga 
taaaagcccg 
tgaagcagga 
acagtatcat 
aaattaatca 
ctcatgtaga 
ctgctaagct 
atgaggaaca 
ttcttaccaa 
atgctcacaa 
tggagcaaaa 
aagaacagga 
gagaaggaca 
gtattcatat 
aaaaagttaa 
aggaagccaa 
aacagtttaa 
cagtgtcaag 
gacgagaact 
aacttcagga 
aacaaaagat 
tgaaggaaga 
agaagtctgc 
aaaagctaga 
tagttgaact 
agttgaaaac 
aaagcctaga 
tagatatttg 
acattagtag 
caactaaagt 
aacttagaca 
atcagttaga 
taacagaaaa 
aggagtcttg 
tgatgaaaga 
ctgatttgaa 
catcactaag 
tatcttttaa 
actggtccaa 
aaaacactgt 
aggatgagca 
gtttaaaggg 
aaacagagtt 
aaactattga 
ttgaacacaa 
acaacagggt 
tgaaagctga 
gcaaagagga 
tagcagagtt 
ctcaaatgga 
taaatacaaa 
cagtggaaag 
catatactga 
aaatcagtgt 
aggaaaaaga 
taataaagct 
ttcaagagga 
aaaaagaagg 
acgtccagaa 
aagagctgga 
tgacctcaaa 
cagaactttt 
tgcttagtaa 



gcacaataag 
gcatcagcag 
tgaaatggaa 
agagattatc 
tgtgaagcaa 
tcacaaacta 
attagaggcc 
taaagaacac 
acttgagctt 
aaatttagag 
ggacgttttt 
gttggcccaa 
acaggttgct 
aatccaggtg 
agtaaaatct 
acagacaaag 
gaagaaagaa 
tttgaatgag 
gcagaaagca 
acttaagaaa 
tgccaaaatg 
actggaaaca 
caatgatgtc 
aatacatgaa 
'cctcctattt 
aggtgttaag 
ccatgtgaat 
ggttgacttg 
gaagatgctg 
cacagatgaa 
ggacaagagc 
ctgtaagaaa 
tagtaaaact 
taaggaggca 
gttgacagag 
agaaaaagaa 
agaagcctta 
tataacacag 
agagcttaaa 
tgttcagctt 
aaagcagtat 
agttgacact 
taaattctca 
taaagaattg 
gataaattta 
tgaaatggaa 
aaagtctcaa 
aatagagtcc 
agaattggtt 
taaagaagct 
acttgaaact 
ggagttaaag 
gaagagaaaa 
agagaaagaa 
attgcaggaa 
ttcacagtca 
acaagaagaa 
tttacaaaga 
agagacagtt 
agaacatgct 
gcttgaagaa 
aggtaaaaat 
aaccctccag 
ttcctgctta 
atatgaaaaa 
ggaagaaaac 
catggaagcc 



2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 . 

4140 

4200 

4260 

4320 

4380 

4440 

4500 

4560 

4620 

4680 

4740 

4800 

4860 

4920 

4980 

5040 

5100 

5160 

5220 

5280 

5340 

5400 

5460 

5520 

5580 

5640 

5700 

5760 

5820 

5880 

5940 

6000 

6060 

6120 



cagcacaatg 
aaggagattg 
ttggaaatac 
gaagatcttg 
cagctggcar: 
caggaggtgg 
aaaattgctg 
gatgctcgtg 
ctgcagaaga 
acaattatgg 
ttgaaagagc 
gaaaagaatg 
acggatgtct 
gagtatatga 
ttccctgatg 
tcacctcgca 
tggctccgat 
ccacacttgc 
accaagaaaa 
tggagaaatg 
aaaagatatt 
tctttttaaa 
tgtgcaatac 
ttgactattt 
agacatgtaa 
tttttcagag 
tgcaaatctg 
ctataaaaaa 



atctggagtt 
ttagattgca 
taaagaaaga 
aactgaagca 
aaaaggaaca 
aggctgaact 
agaaagatga 
aagaagaaat 
aataccagca 
agctacagac 
aagagttcag 
tatatgcaac 
cactctttgg 
tgggtcgtga 
atcagactca 
gtggtatctt 
cttcatcttg 
tactctttga 
atctggccca 
gtgatagttt 
ttgataactt 
gaacggctta 
attttgaggt 
tattcaggtt 
aaaatcccaa 
gaaaaaacac 
tgattgttgg 
aaaaaaaaaa 



taaattagcc 
gaaagacctt 
atatgatcaa 
caattccaca 
agagctggaa 
tttagaaagc 
tgatctaaaa 
gactgcaaaa 
aaagctagag 
acagctagca 
agaacagatt 
aactgtgggg 
agaacctacc 
gactaagacc 
gaaaattttg 
ctgagtaaac 
aagaagagtg 
gaatgaagtt 
cagataagtt 
tttcttcagt 
aacctgcttt 
cctttcctat 
gaaacttagt 
gatctgttga 
atggcagtac 
tactgtaaat 
cagtgtcatc 

g 
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ggggcagaac 
cgaatgttga 
gaaagggaag 
ttaaaacagc 
atgaccataa 
catcaagaag 
cgaacagcca 
gtaagggacc 
caggaggaga 
cagaagacga 
cacaatttag 
acaccttaca 
gaatttgagt 
atggcaaaag 
gaaagagaag 
catcagtctg 
acattgggtg 
gtcattcagg 
gcagactgcc 
tttctcttgg 
atgggcttac 
ttatttttag 
ggattttttc 
atatttgcta 
ctcattgttt 
tgtgaatagc 
tctgagaaac 



gggagaaaca 
gaaaggagca 
agaaaatcaa 
tgatgaggga 
aagaaactat 
agacaaatca 
aaagatatga 
tgcagactca 
accctggcaa 
ctttaatcag 
aagaccgttt 
aaggtggcaa 
atttgcgaaa 
ttataaccac 
atgctcggct 
tgcttagtta 
actgctgctt 
gcccctcatg 
tttaaaatag 
gaaggagttt 
ataatattcc 
ggtgattttt 
tgataaatta 
aagaccagtt 
acttagcttt 
caatacataa 
agataaataa 



gaaactgggc 
tcagcaagaa 
acaggagcag 
gtttaataca 
caataaggcc 
gttacttaaa 
agaaatcctt 
acttgaggag 
tgataatgta 
tgattcgaaa 
gaagaaatat 
tttgtaccat 
agtgcttttt 
cgtactgaag 
gatgtttact 
acatgtgtca 
ggaaaactgt 
tagccaaaag 
attttatcag 
tatgttgttt 
tttcatccat 
taaaaagact 
gagcatttaa 
ctttaagcta 
tgtacttata 
ctgtattgta 
agtttattta 



6180 
6240 
6300 
6360 
6420 
6480 
6540 
6600 
6660 
6720 
6780 
6840 
6900 
6960 
7020 
7080 
7140 
7200 
7260 
7320 
7380 
7440 
7500 
7560 
7620 
7680 
7740 
7761 



<210> 10 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: golgin-245 
cDNA fragment 5488 - 5523 

<400> 10 

gaagaaaaaa tcagtgtttt acaaagaaac ttaact 
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<210> 11 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer for the 
golgin-245 splice variant 1 and/or3 gene 

<400> 11 

agatgctcgg ctgatgtcat g 



<210> 12 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Primer for the 
golgin-24 5 splice variant 1 and/or3 gene 



<400> 12 

aagcagcagt cacccaatgt c 



21 



<210> 13 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer for the 
golgin-245 splice variant 2 and/or4 gene 

<400> 13 

acctcgcagt ggtatcttct gag 



<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer for the 
golgin-245 splice variant 2 and/or4 gene 

<400> 14 

tcggagccat gacacatgtt 



<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
cyclophilin B gene 

<400> 15 

actgaagcac tacgggcctg 



<210> 16 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
cyclophilin B gene 

<400> 16 

agccgttggt gtctttgcc 



<210> 17 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
ribosomal protein S9 



<400> 17 

ggtcaaattt accctggcca 
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<210> 18 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
ribosomal protein S9 

<400> 18 

tctcatcaag cgtcagcagt tc 



<210> 19 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
beta-actin gene 

<400> 19 

tggaacggtg aaggtgaca 



<210> 20 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 



<400> 20 

ggcaagggac ttcctgtaa 

<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
GAPDH gene 

<400> 21 

cgtcatgggt gtgaaccatg 

<210> 22 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
GAPDH gene 

<400> 22 

gctaagcagt tggtggtgca g 



beta-act in gene 



<210> 23 
<211> 21 




<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
transferrin receptor gene 

<400> 23 

gtcgctggtc agttcgtgat t 




Sequence: primer for the 

21 



<210> 24 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer for the 
transferrin receptor gene 

<400> 24 

agcagttggc tgttgtacct etc 23 



<210> 25 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
one-base-anchor oligonucleotide 

<400> 25 

tttttttttt ta 12 



<210> 26 
<211> 12 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
one-base-anchor oligonucleotide 

<400> 26 

tttttttttt tg 12 



<210> 27 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
one-base-anchor oligonucleotide 



<400> 27 
tttttttttt tgc 



13 



